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<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_f eature 
<222> (1) . . (450) 

<223> 5' terminal sequence, epidermal growth 

factor receptor (avian erythroblastic leukemia 
viral (v-erb-b) oncogene homolog) (EGFR) gene. 

<400> 135 

cgtcctngaa tggatgaaga agacatggac gacgtggtgg atgccgacga gtacctcatc 6 0 

ccacagcagg gcttcttcag cagcccctcc acgtcacgga ctcccctcct gagctctctg 120 

agtgcaacca gcaacaattc caccgtggct tgcattgata gaaatgggct gcaaagtgtc 180 

ccatcaagga agacagcttc ttgcagcgat acagctcaga ccccacaggc gccttgactg 240 

aggacagcat agacgacacc ttcctcccag tgcctgaata cataaaccag tccgttccca 300 

aaaggcccgc tggcttctgt gcagaatcct gttctattca caattcagcc ttttgaaccc 360 

cggcggccca gcaggaggac ccacacttac cagggacccc cacaggcant gcagtggggc 420 

aaccccgagt tttttcaaca ttgttccagt 450 



<210> 137 

<211> 5532 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence -.primer 

<220> 

<221> misc_feature 
<222> (1)..{5532) 

<223> epidermal growth factor receptor (avian 

erythroblastic leukemia viral (v -erb-b) oncogene 
homolog) (EGFR) gene. 

<400> 137 

gccgcgctgc gccggagtcc cgagctagcc ccggcgccgc cgccgcccag accggacgac 60 
aggccacctc gtcggcgtcc gcccgagtcc ccgcctcgcc gccaacgcca caaccaccgc 120 
gcacggcccc ctgactccgt ccagtattga tcgggagagc cggagcgagc tcttcgggga 180 
gcagcgatgc gaccctc egg gacggccggg gcagcgctcc tggcgctgct ggctgcgctc 240 
tgcccggcga gtcgggctct ggaggaaaag aaagtttgcc aaggcacgag taacaagctc 300 
acgcagttgg gcacttttga agatcatttt ctcagcctcc agaggatgtt caataactgt 360 
gaggtggtcc ttgggaattt ggaaattacc tatgtgcaga ggaattatga tctttcctt c 420 
ttaaagacca tccaggaggt ggctggttat gtcctcattg ccctcaacac agtggagcga 480 
attcctttgg aaaacctgca gatcatcaga ggaaatatgt actacgaaaa ttcctatgcc 540 
ttagcagtct tatctaacta tgatgcaaat aaaaccggac tgaaggagct gcccatgaga 600 
aatttacagg aaatcctgca tggcgccgtg cggttca gca acaaccctgc cctgtgcaac 660 
gtggagagca tccagtggcg ggacatagtc agcagtgact ttctcagcaa catgtcgatg 720 
gacttccaga accacctggg cagctgccaa aagtgtgatc caagctgtcc caatgggagc 780 
tgctggggtg caggagagga gaactgccag aaactgacca aaatcatctg tgcccagcag 840 
tgctccgggc gctgc cgtgg caagtccccc agtgactgct gccacaacca gtgtgctgca 900 
qgctgcacag gcccccggga gagcgactgc ctggtctgcc gcaaattccg agacgaagcc 960 
acgtgcaagg acacctgccc cccactcatg ctctacaacc ccaccacgta ccagatggat 1020 
gtgaaccccg agggcaaata cagctttggt gccacctgcg tgaagaagtg tccccg taat 1080 
tatgtggtga cagatcacgg ctcgtgcgtc cgagcctgtg gggccgacag ctatgagatg 1140 
gaggaagacg gcgtccgcaa gtgtaagaag tgcgaagggc cttgccgcaa agtgtgtaac 1200 
ggaataggta ttggtgaatt taaagactca ctctccataa atgctacgaa tattaaacac 1260 
ttcaaaaact gcacctccat cagtggcgat ctccacatcc tgccggtggc atttaggggt 132 0 
gactccttca cacatactcc tcctctggat ccacaggaac tggatattct gaaaaccgta 1380 
aaggaaatca cagggttttt gctgattcag gcttggcctg aaaacaggac ggacctccat 1440 
gcctttgaga acctagaaat catacgcggc aggaccaagc aacatggtca gttttctctt 1500 
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gcagtcgtca gcctgaacat aacatccttg 
ggagatgtga taatttcagg aaacaaaaat 
aaactgtttg ggacctccgg tcagaaaacc 
tgcaaggcca caggccaggt ctgccatgcc 
gagcccaggg actgcgtctc ttgccggaat 
tgcaagcttc tggagggtga gccaagggag 
cacccagagt gcctgcctca ggccatgaac 
tgtatccagt gtgcccact a cattgacggc 
gtcatgggag aaaacaacac cctggtctgg 
ctgtgccatc caaactgcac ctacggatgc 
aatgggccta agatcccgtc catcgccact 
gtggtggccc tggggatcgg cctcttcatg 
ctgcggaggc tgctgcagga gagggagctt 
cccaaccaag ctctcttgag gatcttgaag 
ggctccggtg cgttcggcac ggtgtataag 
aaaattcccg tcgctatcaa ggaattaaga 
atcctcgatg aagcctacgt gatggccagc 
ggcatctgcc tcacctccac cgtgcaactc 
ctggactatg tccgggaaca caaagacaat 
gtgcagatcg caaagggcat gaactacttg 
gcagccagga acgtactggt gaaaacaccg 
gccaaactgc tgggtgcgga agagaaagaa 
aagtggatgg cattggaatc aattttacac 
agctacgggg tgaccgtttg ggagttgatg 
cctgccagcg agatctcctc catcctggag 
tgtaccatcg atgtctacat gatcatggtc 
ccaaagttcc gtgagttgat catcgaattc 
cttgtcattc agggggatga aagaatgcat 
cgtgccctga tggatgaaga agacatggac 
ccacagcagg gcttcttcag cagcccctcc 
agtgcaacca gcaacaattc caccgtggct 
cccatcaagg aagacagctt cttgcagcga 
gaggacagca tagacgacac cttcctccca 
aaaaggcccg ctggctctgt gcagaatcct 
cccagcagag acccacacta ccaggacccc 
ctcaacactg tccagcccac ctgtgtcaac 
cagaaaggca gccaccaaat tagcctggac 
aaggaagcca agccaaatgg catctttaag 
agggtcgcgc cacaaagcag tgaatttatt 
ctaaaaatcc agactctttc gataccoagg 
agccatgccc gcattagctc ttagacccac 
gccaggaagt acttccacct cgggcacatt 
tgtgaagcat ttacagaaac gcatccagca 
ctttcaaaga ggtatatttg aa aaaaaaaa 
ggggatcttg gagtttttca ttgtcgctat 
aggaagaagc ttgctggtag cacttgctac 
aggagcacaa gccacaagtc ttccagagga 
ttccactgca aaacactaaa gatccaagaa 
tactgtatca agtcatggca ggtacagtag 
gaagaaacgg aggggatgaa ttcttcctta 
acttactccc cactgatgga ccagtggttt 
tcttccattc cattgttttg aaactcagta 
gcaagagagg atgacacatc aaataataac 
catttggacc aatagcccac agctgagaat 
ttctcgcaaa aacgtatctc ctaatttgag 
gcatagatca gaagactaca aaaatgaagc 
aaccccccaa aattagtttg tgttacttat 
caaaagcttt ttactcaaag agtatatgtt 
ccttacgctt tgtcacacaa aaagtgtctc 
gctctggcca caacagggca ttttacaggt 
aattcaggta gtaaatatga aactagggtt 
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ggattacgct ccctcaagga gataagtgat 1560 
ttgtgctatg caaatacaat aaactggaaa 1620 
aaaattataa gcaacagagg tgaaaacagc 1680 
ttgtgctccc ccga gggctg ctggggcccg 1740 
gtcagccgag gcagggaatg cgtggacaag 1800 
tttgtggaga actctgagtg catacagtgc 1860 
atcacctgca caggacgggg accagacaac 1920 
ccccactgcg tcaagacctg cccggcagga 1980 
aagtacgcag acgccggcca tgtgtgccac 2040 
actgggccag gtcttgaagg ctgtccaacg 2100 
gggatggtgg gggccctcct cttgctgc tg 2160 
cgaaggcgcc acatcgttcg gaagcgcacg 2220 
gtggagcctc ttacacccag tggagaagct 2280 
gaaactgaat tcaaaaagat caaagtgctg 234 0 
gg actctgga tcccagaagg tgagaaagtt 2400 
gaagcaacat ctccgaaagc caacaaggaa 2460 
gtggacaacc cccacgtgtg ccgcctgctg 2520 
atcacgcagc tcatgccctt cggctgcctc 2580 
attggctccc agtacctgct caactggtgt 2640 
gaggaccgtc gcttggtgca ccgcgacctg 2700 
cagcatgtca agatcacaga ttttgggctg 2760 
taccatgcag aaggag gcaa agtgcctatc 2820 
agaatctata cccaccagag tgatgtctgg 2880 
acctttggat ccaagccata tgacggaatc 2940 
aaaggagaac gcctccctca gccacccata 3000 
aagtgctgga tgatagacgc agatagtcgc 3060 
tccaaaatgg cccgagaccc ccagcgctac 3120 
ttgccaagtc ctacagactc caacttctac 3180 
gacgtggtgg atgccgacga gtacctcatc 3240 
acgtcacgga ctcccctcct gagctctctg 3300 
tgcattgata gaaatgggct gcaaagctgt 3360 
tacagctcag accccacagg cgccttgact 3420 
gtgc ctgaat acataaacca gtccgttccc 3480 
gtctatcaca atcagcctct gaaccccgcg 354 0 
cacagcactg cagtgggcaa ccccgagtat 3600 
agcacattcg acagccctgc ccactgggcc 3660 
aaccctgact accagcagga cttctttccc 3720 
ggctccacag ctgaaaatgc agaataccta 3780 
ggagcatgac cacggaggat agtatgagcc 3840 
accaagccac agcaggtc ct ccatcccaac 3900 
agactggttt tgcaacgttt acaccgacta 3960 
ttgggaagtt gcattccttt gtcttcaaac 4020 
agaatattgt ccctttgagc agaaatttat 4080 
aaaaagtata tgtgaggatt tttattgatt 4140 
tgatttttac ttcaatgggc tcttccaaca 4200 
cctgagttca tccaggccca actgtgagca 4260 
tgcttgattc cagtggttct gcttcaaggc 4 320 
ggccttcatg gccccagcag gccggatcgg 4380 
gataagccac tctgtccctt cctgggcaaa 4440 
gacttacttt tgtaaaaatg tccccacggt 4500 
ccagtc atga gcgttagact gacttgtttg 4560 
tgccgcccct gtcttgctgt catgaaatca 4 620 
tcggattcca gcccacattg gattcatcag 4680 
gtggaatacc taaggataac accgcttttg 4740 
gctcagatga aatgcatcag gtcctttggg 4 800 
tgctctgaaa tctcctttag ccatcacccc 4860 
ggaagatagt tttctccttt tacttcactt 4920 
ccctccaggt cagctgcccc caaaccccct 4980 
tgccttgagt catctattca agcacttaca 5040 
gcgaatgaca gtagcattat gagtagtgtg 5100 
tgaaattgat aatgctttca caacatttgc 5160 
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agatgtttta gaaggaaaaa agtt ccttcc 
gaagattcag ctagttagga gcccattttt 
tggttaacag cagtcctttg taaacagtgt 
tccaatttat caaggaagaa atggttcaga 
cacacacaca tacaaaatgt tccttttgct 
cagagcccct acagcattgt taagaaagta 
atattcattt cc 



taaaataatt tctctacaat tggaagattg 5220 
tcctaatctg tgtgtgccct gtaacctgac 5280 
tttaaactct cctagtcaat atccacccca 5340 
aaatattttc agcctacagt tatgttcagt 540 0 
tttaaagtaa tttttgactc ccagatcagt 5460 
tttgattttt gtctcaatga aaataaaact 5520 

5532 



<210> 138 
<211> 378 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> itiisc_feature 
<222> (1) . . (378) 

<223> 3' terminal sequence, tek tyrosine kinase, 
endothelial (venous malformations, multiple 
cutaneous and mucosal) (TEK) gene. 



<400> 138 

ggatnagant ttanaggcaa gacatttatt cactcatgat atatcagtgc aaagtgtgcc 50 

tacagtatac aaggtaaact cacaactcat caaaactaaa actttttaca atgtgcaata 120 

catgtaggga tattaattca atatataaat gtcacatgtc tcccaaatgt cacccaggct 180 
ttctgttatt tcttaaaata tacaagtcaa t attaccaga gaaaagataa gaaaatccca 240 

ttattttatc ctaaacttat gtatacttct ctaaagattc ttagggcttg taagcaatga 300 

ggtttaaggc nattttttag gatgttagca tcccggggct gacttngccg ggctgtggga 360 

accccaggnc cggagtgg 378 



<210> 139 
<211> 447 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : primer 



<220> 

<221> misc_feature 
<222> (1) . . (447) 

<223> 5' terminal sequence, tek tyrosine kinase, 
endothelial (venous malformations, multiple 
cutaneous and mucosal) (TEK) gene. 



<400> 139 

gctttcactg gcatgggaga cccttgacac ctgctgagaa aacatgcctc tgccaaagga 60 
tgtgatatat aagtgtacat atgtgctgta cacctgggac cttcaccact gtagatccca 120 
tgcatggatc tatgtagtat gctctgactc taataggact gtatatactg ttttaagaat 180 
gggctgaaat cagaatgcct gtttgtggtt tcatatgcaa taatatattt ttttaaaaat 240 
gtggacttca taggaaggcg tgagtacaat tagtataatg cataactcat tgttgtccta 300 
ggatattttg atatttacct ttatgttgga atgctattaa atgttttccn gtgtccaaag 360 
taaaatattg tttaataaac ctaacaatgg accccgatag tacag ggtta agtgagggga 420 
accttatgga ttctaacaag tcctagg 447 



<210> 140 
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<211> 4138 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> niisc_feature 
<222> (1) . . (4138) 

<223> tek tyrosine kinase, endothelial {venous 

malformations, multiple cutaneous and mucosal) 
(TEK) gene. 

<400> 140 

cttctgtgct gttccttctt gcctctaact tgtaaacaag acgtactagg acgatgctaa 50 
tggaaagtca caaaccgctg ggtttttgaa aggatccttg ggacctcatg cac atttgtg 120 
gaaactggat ggagagattt ggggaagcat ggactcttta gccagcttag ttctctgtgg 180 
agtcagcttg ctcctttctg gaactgtgga aggtgccatg gacttgatct tgatcaattc 240 
cctacctctt gtatctgatg ctgaaacatc tctcacctgc attgcctctg ggtggcgccc 300 
ccatgagccc atcaccatag gaagggactt t gaagcctta atgaaccagc accaggatcc 360 
gctggaagtt actcaagatg tgaccagaga atgggctaaa aaagttgttt ggaagagaga 420 
aaaggctagt aagatcaatg gtgcttattt ctgtgaaggg cgagttcgag gagaggcaat 480 
caggatacga accatgaaga tgcgtcaaca agcttccttc ctaccagcta ctttaactat 540 
gactgtggac aagggagata acgtgaacat atctttcaaa aaggtattga ttaaagaaga 600 
agatgcagtg atttacaaaa atggttcctt catccattca gtgccccggc atgaagtacc 660 
tgatattcta gaagtacacc tgcctcatgc tcagccccag gatgctggag tgtactcggc 720 
caggtatata ggaggaaacc tcttcacctc ggccttcacc aggctgatag t ccggagatg 780 
tgaagcGcag aagtggggac ctgaatgcaa ccatctctgt actgcttgta tgaacaatgg 840 
tgtctgccat gaagatactg gagaatgcat ttgccctcct gggtttatgg gaaggacgtg 900 
tgagaaggct tgtgaactgc acacgtttgg cagaacttgt aaagaaaggt gcagtggaca 960 
agagggatgc aagtcttatg tgttctgtct ccctgacccc tatgggtgtt cctgtgccac 1020 
aggctggaag ggtctgcagt gcaatgaagc atgccaccct ggtttttacg ggccagattg 1080 
taagcttagg tgcagctgca acaatgggga gatgtgtgat cgcttccaag gatgtctctg 1140 
ctctccagga tggcaggggc tccagtgtga gagagaaggc ataccgagga tgaccccaaa 1200 
gatagtggat ttgccagatc atatagaagt aaacagtggt aaatttaatc ccatttgcaa 1260 
agcttctggc tggccgctac ctactaatga agaaatgacc ctggtgaagc cggatgggac 1320 
agtgctccat ecaaaagact ttaaccatac ggatcatttc tcagtagcca tattcaccat 1380 
ccaccggatc ctcccccctg actcaggagt ttgggtctgc agt gtgaaca cagtggctgg 1440 
gatggtggaa aagcccttca acatttctgt taaagttctt ccaaagcccc tgaatgcccc 1500 
aaacgtgatt gacactggac ataactttgc tgtcatcaac atcagctctg agccttactt 1560 
tggggatgga ccaatcaaat ccaagaagct tctatacaaa cccgttaatc actatgaggc 1520 
ttggcaacat attcaagt ga caaatgagat tgttacactc aactatttgg aacctcggac 1680 
agaatatgaa ctctgtgtgc aactggtccg tcgtggagag ggtggggaag ggcatcctgg 1740 
acctgtgaga cgcttcacaa cagcttctat cggactccct cctccaagag gtctaaatct 1800 
cctgcctaaa agtcagacca ctctaaattt gacctggcaa ccaatatttc caagctc gga 1860 
agatgacttt tatgttgaag tggagagaag gtctgtgcaa aaaagtgatc agcagaatat 1920 
taaagttcca ggcaacttga cttcggtgct acttaacaac ttacatccca gggagcagta 1980 
cgtggtccga gctagagtca acaccaaggc ccagggggaa tggagtgaag atctcactgc 2040 
ttggaccctt agtgacattc ttcctcctca a ccagaaaac atcaagattt ccaacattac 2100 
acactcctcg gctgtgattt cttggacaat attggatggc tattctattt cttctattac 2160 
tatccgttac aaggttcaag gcaagaatga agaccagcac gttgatgtga agataaagaa 2220 
tgccaccatc attcagtatc agctcaaggg cctagagcct gaaacagcat accaggtgga 22B0 
catttttgca gagaacaaca tagggtcaag caacccagcc ttttctcatg aactggtgac 2340 
cctcccagaa tctcaagcac cagcggacct cggagggggg aagatgctgc ttatagccat 2400 
ccttggctct gctggaatga cctgcctgac tgtgctgttg gcctttctga tcatattgca 2460 
attgaagagg gcaaatgtgc aaaggagaat ggcccaagcc ttcca aaacg tgagggaaga 2520 
accagctgtg cagttcaact cagggactct ggccctaaac aggaaggtca aaaacaaccc 2580 
agatcctaca atttatccag tgcttgactg gaatgacatc aaatttcaag atgtgattgg 2640 
ggagggcaat tttggccaag ttcttaaggc gcgcatcaag aaggatgggt tacggatgga 2700 
tgctgccatc aaaagaatga aagaatatgc ctccaaagat gatcacaggg actttgcagg 2760 
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agaactggaa gttctttgta aacttggaca ccatccaaac atcatcaatc tcttaggagc 2820 
atgtgaacat cgaggctact tgtacctggc cattgagtac gcgccccatg gaaaccttct 2880 
ggacttcctt cgcaagagcc gtgtgctgga gacggaccca gcatttgcca ttgccaata g 2940 
caccgcgtcc acactgtcct cccagcagct ccttcacttc gctgccgacg tggcccgggg 3000 
catggactac ttgagccaaa aacagtttat ccacagggat ctggctgcca gaaacatttt 3060 
agttggtgaa aactatgtgg caaaaatagc agatttfcgga ttgtcccga'g gtcaagaggt 3120 
gtacgtgaaa aagacaatgg gaaggctccc agt gcgctgg atggceatcg agtcactgaa 3180 
ttacagtgtg tacacaacca acagtgatgt atggtcctat ggtgtgttac tatgggagat 3240 
tgttagctta ggaggcacac cctactgcgg gatgacttgt gcagaactct acgagaagct 3300 
gccccagggc tacagactgg agaagcccct gaactgtgat gatgaggtgt atgatctaat 3360 
gagacaatgc tggcgggaga agccttatga gaggccatca tttgcccaga tattggtgtc 3420 
cttaaacaga atgttagagg agcgaaagac ctacgtgaat accacgcttt atgagaagtt 3480 
tacttatgca ggaattgact gttctgctga agaagcggcc taggacagaa catctgtata 3540 
ccctctgttt ccctttcact ggcatgggag acccttgaca actgctg aga aaacatgcct 3600 
ctgccaaagg atgtgatata taagtgtaca tatgtgctgg aattctaaca agtcataggt 3660 
taatatttaa gacactgaaa aatctaagtg atataaatca gattcttctc tctcatttta 3720 
tccctcacct gtagcatgcc agtcccgttt catttagtca tgtgaccact ctgtcttgtg 3780 
tttccacagc ctgcaagttc a gtccaggat gctaacatct aaaaatagac ttaaatctca 3840 
ttgcttacaa gcctaagaat ctttagagaa gtatacataa gtttaggata aaataatggg 3900 
attttctttt cttttctctg gtaatattga cttgtatatt ttaagaaata acagaaagcc 3960 
tgggtgacat ttgggagaca tgtgacattt atatattgaa ttaatatccc tacatgtatt 4020 
gcacattgta aaaagtttta gttttgatga gttgtgagtt taccttgtat actgtaggca 4080 
cactttgcac tgatatatca tgagtgaata aatgtcttgc ctactcaaaa aaaaaaaa 4138 



<210> 141 , 
<211> 395 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence :pri mer 

<220> 

<221> misc_feature 
<222> (1) . . (395) 

<223> 3' terminal sequence, tumor necrosis factor 

receptor superfamily, member 6 (TNFRSF6) gene. 



<400> 141 

taattccaaa cacaaggggc aaaaaaatcc 
aggnatctgc ttcagtttat aa ctatcttc 
atttcttaaa attcacattt aatacaaact 
aaggagaatc ttaaatctta gaaacttggg 
tgatgatttt accattgcta tgtataagct 
attattgaac attttcgggg ggtgggggga 
gattggcaaa cctggggttc angacatgtt 



tccataaatg gaagttcttt aggtggttcc 60 
acagtttaca tttacagaaa tataaatatt 120 
ttcaaagata tttaaacgta ggatagtagt 180 
ggtatgacaa gagcaattcc taaatccaga 240 
gccatttgta ggcaggtttt acatggggac 300 
aaaataaggn atctatttta tccatctttg 360 
cacaa 395 



<210> 142 
<211> 461 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) - . (451) 

<223> 5' terminal sequence, tumor necrosis factor 
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receptor superf amily, member 6 (TNFRSF6) gene. 

<400> 142 

tcgtaattgg catcaacttc atggaaagaa agaagcgtat gacacattga ttaaagatct 60 
caaaaaagcc aatctttgta ctcttgcag a gaaaattcag actatcatcc tcaaggacat 120 
tactagtgac tcagaaaatt caaacttcag aaatgaaatc caaagcttgg tctagagtga 180 
aaaacaacaa attcagttct gagtatatgc aattagtgtt tgaaaagatt cttaatagct 240 
ggctgtaaat actgcttggt tttttactgg gtacatttta tcatttatta gcgctgaaga 300 
gccaacatat ttgtaggttt ttaatatctc catggattct gcctccaagg gtgtttaaaa 360 
tctagttggg ggaaacaaac ttccttcaag ggttaaatgc ngtggcctgg ctaagtaccc -420 
ccattaggga gtgtttgccg ggggttgnaa ggtttaggtt t 4 61 



<210> 143 

<211> 2551 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1)..(2551) 

<223> tumor necrosis factor receptor superfamily, 
member 6 (TNFRSF6) gene. 

<400> 143 

gcaagagtga cacacaggtg ttcaaagacg cttctgggga gtgagggaa g cggtttacga 60 

gtgacttggc tggagcctca ggggcgggca ctggcacgga acacaccctg aggccagccc 120 
tggctgcGca ggcggagctg cctcttctcc cgcgggttgg tggacccgct cagtacggag 180 
ttggggaagc tctttcactt cggaggattg ctcaacaacc atgctgggca tctggaccct 240 
cctacctctg gttcttacgt ctgttgct ag attatcgtcc aaaagtgtta atgcccaagt 300 
gactgacatc aactccaagg gattggaatt gaggaagact gttactacag ttgagactca 360 
gaacttggaa ggcctgcatc atgatggcca attctgccat aagccctgtc ctccaggtga 420 
aaggaaagct agggactgca cagtcaatgg ggatgaacca gactgcgtgc cctgccaaga 480 
agggaaggag tacacagaca aagcccattt ttcttccaaa tgcagaagat gtagattgtg 540 
tgatgaagga catggcttag aagtggaaat aaactgcacc cggacccaga ataccaagtg 600 
cagatgtaaa ccaaactttt tttgtaactc tactgtatgt gaacactgtg acccttgcac 650 
caaatgtgaa catggaatca tcaaggaatg cacactcacc agcaacac ca agtgcaaaga 720 
ggaaggatcc agatctaact tggggtggct ttgtcttctt cttttgccaa ttccactaat 780 
tgtttgggtg aagagaaagg aagtacagaa aacatgcaga aagcacagaa aggaaaacca 840 
aggttctcat gaatctccaa ccttaaatcc tgaaacagtg gcaataaatt tatctgatgt 900 
tgacttgagt aaatatatca ccacta ttgc tggagtcatg acactaagtc aagttaaagg 960 
ctttgttcga aagaatggtg tcaatgaagc caaaatagat gagatcaaga atgacaatgt 1020 
ccaagacaca gcagaacaga aagttcaact gcttcgtaat tggcatcaac ttcatggaaa 1080 
gaaagaagcg tatgacacat tgattaaaga tctcaaaaaa gccaatcttt gtactcttgc 1140 
agagaaaatt cagactatca tcctcaagga cattactagt gactcagaaa attcaaactt 1200 
cagaaatgaa atccaaagct tggtctagag tgaaaaacaa caaattcagt tctgagtata 1260 
tgcaattagt gtttgaaaag attcttaata gctggctgta aatactgctt ggttttttac 1320 
tgggtacatt ttatcattta ttagcgctga agagccaaca tatttgtaga tttttaatat 13 8 0 
ctcatgattc tgcctccaag gatgtttaaa atctagttgg gaaaacaaac ttcatcaaga 1440 
gtaaatgcag tggcatgcta agtacccaaa taggagtgta tgcagaggat gaaagattaa 1500 
gattatgctc tggcatctaa catatgattc tgtagtatga atgtaatcag tgtatgttag 1560 
tacaaatgtc tatcc acagg ctaaccccac tctatgaatc aatagaagaa gctatgacct 1620 
tttgctgaaa tatcagttac tgaacaggca ggccactttg cctctaaatt acctctgata 1680 
attctagaga ttttaccata tttctaaact ttgtttataa ctctgagaag atcatattta 1740 
tgtaaagtat atgtatttga gtgcagaatt taaataaggc tctacctcaa agac ctttgc 1800 
acagtttatt ggtgtcatat tatacaatat ttcaattgtg aattcacata gaaaacatta 1860 
aattataatg tttgactatt atatatgtgt atgcatttta ctggctcaaa actacctact 1920 
tctttctcag gcatcaaaag cattttgagc aggagagtat tactagagct ttgccacctc 1980 



BNSDOCIO: <WO 0246467A2 I _= 



wo 02/46467 



PCT/IBOl/02811 



98/292 

tccatttttg ccttggtgct catcttaat g gcctaatgca cccccaaaca tggaaatatc 2040 
accaaaaaat acttaatagt ccaccaaaag gcaagactgc ccttagaaat tctagcctgg 2100 
tttggagata ctaactgctc tcagagaaag tagctttgtg acatgtcatg aacccatgtt 2160 
tgcaatcaaa gatgataaaa tagattctta tttttccccc acccccgaaa atgttcaata 2220 
atgtcccatg taaaacctgc tacaaatggc agcttataca tagcaatggt aaaatcatca 2280 
tctggattta ggaattgctc ttgtcatacc cccaagtttc taagatttaa gattctcctt 2340 
actactatcc tacgtttaaa tatctttgaa agtttgtatt aaatgtgaat tttaagaaat 2400 
aatatttata tttctgtaaa tgtaaactgt gaagatagtt at aaactgaa gcagatacct 2460 
ggaaccacct aaagaacttc catttatgga ggattttttt gccccttgtg tttggaatta 2520 
taaaatatag gtaaaagtac gtaattaaat a 2551 



<210> 144 
<211> 434 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 
<222> (1) . . (434) 

<223> 3' terminal sequence, cyclin -dependent 

kinase inhibitor la {p21, cipl) (CDKNIA) gene. 

<400> 144 

aaagtcacta agaatcattt attnagcacc tgctgtatat tcagcattgt gggaggagct 60 

gtgaaagaca cagaacagta cagggtgtgg tccctgccct cgagaggttt acagtctagg 12 0 

tggagaaacg ggaaccagga cacatgggga gccgagagaa aacagtccag gccagtatgt 180 

: tacaggagct ggaaggtntt tggggtcaga ccccaatact ccaagtacac taagcacttc 240 

agtccttcca ggggctcaac gttagtgcca ggaaagacaa ctactcccag ccccatatga 300 

r gcccacgtgg catgccctgt ccatagcctc tactgccacc atcttaaaat gtctgactcc 360 

ttgttccgct ggctaattca aagtgcaatg aactggggag ggatggggtg gatgaggaag 420 

gttcgntgga cgtt 434 



<210> 145 
<211> 257 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_f eature 
<222> (1)..(257) 

<223> 5' terminal sequence, cyclin -dependent 

kinase inhibitor la (p21, cipl) (CDKNIA) gene. 

<400> 145 

cttgtgctgc ntncagggg a gcaggctgaa gggtccccag gtggacctgg agactctcag 60 
ggtcgaaaac ggcggcagac cagcatgaca gatttctacc actccaaacg ccggctgatc 120 
ttctccaaga ggaagcccta atccgcccac aggaagcctg cagtcctgga agcgcgaggg 180 
cctcaaaggc cntnctnaca tcttctgcct tagtctcagt ttgtgtgtct taattattat 2 40 
ttgtgtttta aattttt 257 



<210> 146 
<211> 2121 
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<212> DNA/Rl^IA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 
<222> (1) . . (2121) 

<223> cyclin -dependent kinase inhibitor la (p21, 
cipl) (CDKNIA) gene. 



<400> 146 

gccgaagtca gttccttgtg gagccggagc 
ctcagaggag gcgccatgtc agaaccggct 
aaggcctgcc gccgcctctt cggcccagtg 
gcgctaatgg cgggctgcat ccaggaggcc 
gagacaccac tggagggtga cttcgcctgg 
ctctaccttc ccacggggcc ccggcgaggc 
ggcacctcac ctgctctgct gca ggggaca 
tcttgtaccc ttgtgcctcg ctcaggggag 
gactctcagg gtcgaaaacg gcggcagacc 
cggctgatct tctccaagag gaagccctaa 
gcgcgagggc ctcaaaggcc cgctctacat 
aattattatt tgtgttttaa tttaaacacc 
ccccccagcc tctggcatta gaattattta 
cctaagagtg ctgggcattt ttattttatg 
ttctcctttt cctctctccc ggaggttggg 
tccccacttg tccgctgggt ggtaccctct 
acaggcggtt atgaaattca ccccctttcc 
tgagaagtaa acagatggca ctttgaaqgg 
tttggagtcc cctcacctcc tciaaggttg 
agggctgagc tggggacctg gtaccctcct 
ggcaggggga aggtggggta ctggagcaga 
cctgcactgg ggagcccgtc tcagtgttga 
tttgaggagc cccagcttac ccttcttctc 
tgtccctccc ccttgtcttt cccttcagta 
cctgtcccac ccccaccccc agctcaatgg 
gggcacccta gttctacctc aggcagctca 
gggtgagggt cccatgtggt ggcacaggcc 
gtatatgatg ggggagtaga tctttctagg 
cgaccttcct catccacccc atccctcccc 
aaggagtcag acattttaag atggtggcag 
gctcatatgg ggctgggagt agttgtcttt 
ctgaagtgct tagtgtactt ggagtattgg 
taacatactg gcctggactg ttttctctcg 
cacctagact gtaaacctct cgagggcagg 
acagctcctc ccacaatgct gaatatacag 
ttaaaaaaaa aaaaaaaaaa a 



tgggcgcgga ttcgccgagg caccgaggca 50 
ggggatgtcc gtcagaaccc atgcggcagc 120 
gacagcgagc agctg agecg cgactgtgat 180 
cgtgagcgat ggaacttcga ctttgtcacc 240 
gagcgtgtgc ggggccttgg cctgcccaag 300 
cgggatgagt tgggaggagg caggcggcct 360 

gcagaggaag accatgtgga cctgtcactg 420 
caggctgaag ggtccccagg tggacctgga 480 
agcatgacag atttctacca ctccaaacgc 540 
tccgcccaca ggaagcctgc agtcctggaa 600 
cttctgcctt agtctcagtt tgtgtgtctt 660 
tcctcatgta cataccctgg ccgccccctg 720 
aacaaaaact aggcggttga atgagaggtt 780 
aaatactatt taa agcctcc tcatcccgtg 840 
tgggccggct tcatgccagc tacttcctcc 900 
ggaggggtgt ggctccttcc catcgctgtc 960 
tggacactca gacctgaatt ctttttcatt 1020 

gcctcaccga gtgggggcat catcaaaaac 1080 
ggcagqgtga ccctgaagtg agcacagcct 1140 
ggctcttgat acccccctct gtcttgtgaa 1200 
ccaccccgcc tgccctcatg gcccctctga 1260 
gccttttccc tctttggctc ccctgtacct 1320 
cagctgggct ctgcaattcc cctctgctgc 1360 
ccctctcatg ctccaggtgg ctctgaggtg 1440 
actg gaaggg gaagggacac acaagaagaa 1500 
agcagcgacc gccccctcct ctagctgtgg 1550 
cccttgagtg gggttatctc tgtgttaggg 1620 
agggagacac tggcccctca aatcgtccag 1680 

agttcattgc actttgatta gcagcggaac 1740 
tagaggctat ggacagggca tgccacgtgg 1800 
cctggcacta acgttgagcc cctggaggca 1860 
ggtctgaccc caaacacc tt ccagctcctg 1920 
gctccccatg tgtcctggtt cccgtttctc 1980 
gaccacaccc tgtactgttc tgtgtctttc 2040 
caggtgctca ataaatgatt cttagtgact 2100 

2121 



<210> 147 

<211> 452 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc feature 
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<222> (1) . . (452) 

<223> 3' terminal sequence, phospholipase a2, 

group iia (platelets, synovial fluid) (PLA2G2A) 
gene. 



<400> 147 

gatttgctaa ttgctttatt cagaagagac cccccggagt acagcttctt tggttaagca 60 
cggagttgag gtggaggaga gcagtagaag gctggaaatc tgctggatgt ctcattctgg 120 
gtgggtatag aagggctcct gcctggcctc taggatgggt gagggatgct ttctgcatgg 180 
ccaaggaact tggttagggt agggagggag ggtatgagag agggaaattc agcactgggt 240 
ggaaggtttc cagggaagag gggactcagc aacgaggggt gctccctctg cagtntttat 300 
tggaatagta ctggtacttt ttattgtagg tcgtcttntt tctagcaaaa cagggtngca 360 
gcagcGttat cacacttca c acagttgact tctgcaggag tcccnttttt gcacaggttg 420 
attctgctcc ccgaagttac taaacttttt tt 452 



<210> 148 
<211> 379 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> inisc_featu re 
<222> (1) . . (379) 

<223> 5' terminal sequence, phospholipase a2, 

group iia (platelets, synovial fluid) (PLA2G2A) 
gene . 

<400> .148 

tggagtcctc tgagagagcc accaaggagg agcaggggag cgacggccgg ggcagaagtt SO 
gagaccaccc agcagaggag ctaggccagt cccitctgc at ttgtcaccca agaactctta 120 
ccatgaagac cctcctactg ttggcagtga tcatgatctt tggcctactg caggcccatg 180 
ggaatttggt gaatttccac agaatgatca agttgacgac aggaaaggaa gccgcactca 240 
gttatggctt ctacggctgc cactgtggcg tgggttgcag aggatccccc aaggatgcaa 300 
cggattcgct gctgtg tcac tcatgactgt ttgctacaaa cgtctgggag aaacgtgggt 360 
tnttggcacc aaatttttt 379 



<210> 149 

<211> 854 

<212> DHA/RNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 

<222> (1) . . (854) 

<223> phospholipase a2, group iia (platelets, 
synovial fluid) (PLA2G2A) gene. 



<400> 149 

gaattcccaa ctctggagtc ctctgagaga gccaccaagg aggagcaggg gagcgacggc 60 
cggggcagaa gttgagacca cccagcagag gagctaggcc agtccatctg catttgtc ac 12C 
ccaagaactc ttaccatgaa gaccctccta ctgttggcag tgatcatgat ctttggccta 180 
ctgcaggccc atgggaattt ggtgaatttc cacagaatga tcaagttgac gacaggaaag 240 
gaagccgcac tcagttatgg cttctacggc tgccactgtg gcgtgggtgg cagaggatcc 300 
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cccaaggatg caacggatcg ctgctgtgtc actcat gact gttgctacaa acgtctggag 360 
aaacgtggat gtggcaccaa atttctgagc tacaagttta gcaactcggg gagcagaatc 420 
acctgtgcaa aacaggactc ctgcagaagt caactgtgtg agtgtgataa ggctgctgcc 480 
acctgttttg ctagaaacaa gacgacctac aataaaaagt accagtacta ttccaataaa 540 
cactgcagag ggagcacccc tcgttgctga gtcccctctt ccctggaaac cttccaccca 600 
gtgctgaatt tccctctctc ataccctccc tccctaccct aaccaagttc cttggccatg 660 
cagaaagcat ccctcaccca tcctagaggc caggcaggag cccttctata cccacccaga 720 
atgagacatc cagcagattt ccagccttct actgctctcc tccacctcaa ctccgt gctt 780 
aaccaaagaa gctgtactcc ggggggtctc ttctgaataa agcaattagc aaatcaaaaa 840 
aaaaaaagga attc 854 



<210> 150 
<211> 224 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence:p rimer 



<220> 

<221> raisc_feature 

<222> (1) . . (224) 

<223> 3' terminal sequence. 

glyceraldehyde -3-phosphate dehydrogenase (GAPD) 

gene . 

<40G> 150 

ggttgagcac agggnacttt attgatggna catgacaagg tgcggctccc taggcccctc 60 
ccctnttcaa ggggtctaca tggcaact nt gaggagggga gattcagtgt ggtgggggac 120 
tgagtntggc agggactccc cagcagtgag ggtctctctc ttcctcttnt gctcttnctg 180 
gggntggtgg nccagggntn ttactccttg gaggccatnt gggc 224 



<210> 151 
<211> 359 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence .-primer 

<220> 

<221> misc_feature 

<222> (1) . . (359) 

<223> 5' terminal sequence. 

glyceraldehyde -3-phosphate dehydrogenase (GAPD) 

gene . 

<400> 151 

gcgctgagta cgtcgtggag tccactggcg tcttcaccac catggagaag gctggggctc 50 
atttgcaggg gggagccaaa agggtcatca tctctgcccc ctctgctgat gcccccatgt 120 
tcgtcatggg tgtgaaccat gagaagtatg acaacagcct caagatcatc agcaatgcct 180 
cctgcaccac caactgctta gcacccctgg gccaaggtca tccatgacaa ctttggtatc 240 
gtggaaggac tcatgaccac agtccatgcc atcactgcca c ccagaagac tgtggatggc 300 
ccctncggga aactgtgggc gtgatggccg cggggttctt tcagaacatc atccctgcc 359 



<210> 152 
<211> 1283 
<212> DNA/RNA 
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<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) . . (1283) 

<223> glyceraldehyde -3-phosphate dehydrogenase 
(GAPD) gene. 

<400> 152 

ctctctgctc ctcctgttcg acagtcagcc gcatcttctt ttgcgtcgcc agccgagcca 60 
catcgctcag acaccatggg gaaggtgaag gtcggagtca acggatttgg tcgtattggg 120 
cgcctggtca ccagggctgc ttttaactct ggta aagtgg atattgttgc catcaatgac 180 
cccttcattg acctcaacta catggtttac atgttccaat atgattccac ccatggcaaa 240 
ttccatggca ccgtcaaggc tgagaacggg aagcttgtca tcaatggaaa tcccatcacc 300 
atcttccagg agcgagatcc ctccaaaatc aagtggggcg atgctggcgc tgagtacgtc 360 
gtggagtcca ctggcgtctt caccaccatg gagaaggctg gggctcattt gcagggggga 420 
gccaaaaggg tcatcatctc tgccccctct gctgatgccc ccatgttcgt catgggtgtg 4 80 
aaccatgaga agtatgacaa cagcctcaag atcatcagca atgcctcctg caccaccaac 540 
tgcttagcac ccctggccaa ggtcatccat gacaactttg gtatcgtgga agga ctcatg 600 
accacagtcc atgccatcac tgccacccag aagactgtgg atggcccctc cgggaaactg 660 
tggcgtgatg gccgcggggc tctccagaac atcatccctg cctctactgg cgctgccaag 720 
gctgtgggca aggtcatccc tgagctgaac gggaagdtca ctggcatggc cttccgtgtc 780 
cccactgcca acgtgtcagt ggtggacctg ac ctgccgtc tagaaaaacc tgccaaatat 640 
gatgacatca agaaggtggt gaagcaggcg tcggagggcc ccctcaaggg catcctgggc 900 
tacactgagc accaggtggt ctcctctgac ttcaacagcg acacccactc ctccaccttt 960 
gacgctgggg ctggcattgc cctcaacgac cactttgtca agctcatttc ctggtatgac 1020 
aacgaatttg gctacagcaa cagggtggtg gacctcatgg cccacatggc ctccaaggag 1080 
taagacccct ggaccaccag ccccagcaag agcacaagag gaagagagag accctcactg 1140 
ctggggagtc cctgccacac tcagtccccc accacactga atctcccctc ctcacagttg 1200 
ccatgtagac cccttgaaga ggggaggggc ctagggagcc gcaccttgt c atgtaccatc 12 60 
aataaagtac cctgtgctca acc 1283 



<210> 153 
<211> 361 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) . . (361) 

<223> 3' terminal sequence, jun b proto -oncogene 
(JUNE) gene. 

<400> 153 

tacttaaata gattcaatan aaagaacaaa cacacacaaa cacaaacacg tcttaaaata 60 
aactctttag agactaagtg cgtgtttctt ttccacagta cggtgcagag aggggagggc 120 
agggggcggg ggtcccttcc caatgtcccc gcgggcttga gta ccaggcg gcggggccag 180 
ctcccntant ncgccccctc ttcccctccc tgttaaatac acaaatatat tatattcaat 240 
ntgaatcgng tctntttcca gcagaaaaaa aacatacaaa aaaaagtggg aagggggggg 300 
ctttnttaaa cgttcgangg ttggaaggnc tttggggcnc aggggtaggg anggcccgag 360 
t 361 



<210> 154 
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<211> 401 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 
<222> (1) . . (401) 

<223> 5' terminal sequence, jun b proto -oncogene 
(JONB) gene. 

<400> 154 

agcgcatcaa agtngagcgc angccttgcg gaaccggctn gcggccacca agtgccggaa 60 

gcggaantgg gagcgcatcg ggcttgggag gacaaggtga agacgctcaa ggccgagaac 120 

gcggggntgt cgagtaccgc cggcttcctc cgggagcagg tggcccagct caaacagaag 180 

gtcatgaccc acgtnagc aa cggctntnag ctgctgcttn gggtcaaggg acacgccttc 240 

tggaacgttc cctgcccctt tacgggacac ccccttcgtt tnggacggtt nggcacacgg 300 

tttcccactn gggttccagg gtagcaggcg gtggggnacc cacctggggg acntaggggg 360 

cgnccgcaaa ccacattngg atttccggcc ttcttaacct t 401 



<210> 155 

<211> 1797 

<212> DNR/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) . . (1797) 

<223> jun b proto -oncogene (JUNE) gene. 
<400> 155 

ccagcaggga gctgggagct gggggaaacg acgc caggaa agctatcgcg ccagagaggg 60 
cgacgggggc tcgggaagcc tgacagggct tttgcgcaca gctgccggct ggctgctacc 120 
cgcccgcgcc agcccccgag aacgcgcgac caggcaccca gtccggtcac cgcagcggag 180 
agctcgccgc tcgctgcagc gaggcccgga gcggccccgc agggaccctc cccagaccgc 240 
ctgggccgcc cggatgtgca ctaaaatgga acagcccttc taccacgacg actcatacac 300 
agctacggga tacggccggg cccctggtgg cctctctcta cacgactaca aactcctgaa 360 
accgagcctg gcggtcaacc tggccgaccc ctaccggagt ctcaaagcgc ctggggctcg 420 
cggacccggc ccagagggcg gcggtggcgg cagctacttt tctggtcagg gctcg gacac 4 80 
cggcgcgtct ctcaagctcg cctcttcgga gctggaacgc ctgattgtcc ccaacagcaa 54 0 
cggcgtgatc acgacgacgc ctacaccccc gggacagtac ttttaccccc gcgggggtgg 600 
cagcggtgga ggtgcagggg gcgcaggggg cggcgtcacc gaggagcagg agggcttcgc 660 
cgacggcttt gtcaaagccc tggacgatct gca caagatg aaccacgtga caccccccaa 720 
cgtgtccctg ggcgctaccg gggggccccc ggctgggccc gggggcgtct acgccggccc 780 
ggagccacct cccgtttaca ccaacctcag cagctactcc ccagcctctg cgtcctcggg 840 
aggcgccggg gctgccgtcg ggaccgggag ctcgtacccg acgaccacca tcagctacct 900 
cccacacgcg ccgcccttcg ccggtggcca cccggcgcag ctgggcttgg gccgcggcgc 960 
ctccaccttc aaggaggaac cgcagaccgt gccggaggcg cgcagccggg acgccacgcc 1020 
gccggtgtcc cccatcaaca tggaagacca agagcgcatc aaagtggagc gcaagcggct 1080 
gcggaaccgg ctggcggcca ccaagtgccg gaagcggaag ctggagcgca t cgcgcgcct 1140 
ggaggacaag gtgaagacgc tcaaggccga gaacgcgggg ctgtcgagta ccgccggcct 1200 
cctccgggag caggtggccc agctcaaaca gaaggtcatg acccacgtca gcaacggctg 1260 
tcagctgctg cttggggtca agggacacgc cttctgaacg tcccctgccc ctttacggac 1320 
accccctcgc ttggacggct gggcac acgc ctcccactgg ggtccaggga gcaggcggtg 1380 
ggcacccacc ctgggaccta ggggcgccgc aaaccacact ggactccggc ccccctaccc 1440 
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tgcgcccagt ccttccacct cgacgtttac aagccccccc ttccactttt ttttgtatgt 1500 
tttttttctg ctggaaacag actcgattca tattgaatat aatatatttg tgtatttaac 1560 
agggagggga agagggggcg atcgcggcgg agctggcccc gccgcctggt actcaagccc 1620 
gcggggacat tgggaagggg acccccgccc cctgccctcc cctctctgca ccgtactgtg 1680 
gaaaagaaac acgcacttag tctctaaaga gtttatttta agacgtgttt gtgtttgtgt 1740 
gtgtttgttc tttttattga atctatttaa gtaaaaaaaa aattggttct ttattaa 1797 



<210> 156 
<211> 335 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence -.primer 
<220> 

<221> misc_feature 
<222> (1) . . (335) 

<223> 3' terminal sequence, cellular retinoic 
acid -binding protein 2 {CRABP2) gene. 

<400> 156 

aagcatttta ataaaattaa caaataaata ttctaaactg tataggctac agggacaaag 60 
ggtagaagct agagggccag tctttcctgc tcaggccctc aagtcccctt tagagagacc 120 
ctgctctggg ctggtttggg gctaggactg ctgacttggg gaggcgggga gtgaacccgg 180 
aatgggtgat ctggg ctctt gcagccattc ctctttgttg gtgtagggga ggagagaaga 240 
ggtcaaagaa agcaagaccc tgcaagaggc atcccagtga cccccagaag tgactggggt 300 
aaggggagcg ctatcctagg anggtggggg tgggt 335 



<210> 157 

<211> 481 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) . . (481) 

<223> 5' terminal sequence, cellular retinoic 
acid-binding protein 2 (CRABP2) gene. 

<400> 157 

gcctggactt gtcttgggtt ccagaacctg acgacccggc gacgcgacgt ctct tttgac 60 
taaaagacag tgtccagtgc tccagcctag gagtctacgg ggaccgcctc ccgcgccgcc 120 
accatgccca acttctctgg caactggaaa atcatccgat cggaaaactt cgaggaattg 180 
ctcaaagtgc tnggggtgaa tgtgatgctg aggaagattg ctgtggctnc agcgtccaag 240 
ccagcagtng agatcaaaca ggagggagac act ttctaca tcaaaacctc caccaccgtg 300 
cggcaccaca gagattaact tcaaggttng ggaggagttt gagggagcag antgtgggtg 360 
gggaggccct gttaaggagc ngggtgaaat ggggagagtg aggattaaat ggtcttttga 42 0 
gcagaagttc ctgaagggng aggggcccca agacntcttg gaccngagaa tttncccacg 4 80 
t 481 



<210> 158 

<211> 959 

<212> DMA/RNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence -.primer 

<220> 

<221> misc_f eature 
<222> (1) . . (969) 

<223> cellular retinoic acid -binding protein 2 
(CRABP2) gene. 

<400> 158 

agctttgggg ttgtccctgg acttgtcttg gttccagaac ctgacgaccc ggcgacggcg 60 
acgtctcttt tgactaaaag acagtgtcca gtgctccagc ctaggagtct acggggaccg 120 
cctcccgcgc cgccaccatg cccaacttct ctggcaactg gaaaatcatc cgatcggaaa 180 
acttcgagga attgctcaaa gtgctggggg tgaatgtgat gctgaggaag attgctgtgg 240 
ctgcagcgtc caagccagca gtggagatca aacaggaggg agacactttc tacatcaaaa 300 
cctccaccac cgtgcgcacc acagagatta acttcaaggt tggggaggag tttgaggagc 360 
agactgtgga tgggaggccc tgtaagagcc tggtgaaatg ggagag tgag aataaaatgg 420 
tctgtgagca gaagctcctg aagggagagg gccccaagac ctcgtggacc agagaactga 480 
ccaacgatgg ggaactgatc ctgaccatga cggcggatga cgttgtgtgc accagggtct 540 
acgtccgaga gtgagtggcc acaggtagaa ccgcggccga agcccaccac tggccatgct 600 
caccgccctg cttcactgcc coot ccgtcc caccccctcc ttctaggata gcgctcccct 660 
taccccagtc acttctgggg gtcactggga tgcctcttgc agggtcttgc tttctttgac 720 
ctcttctctc ctcccctaca ccaacaaaga ggaatggctg caagagccca gatcacccat 780 
tccgggttca ctccccgcct ccccaagtca gcagtcctag ccccaaacca gcccagagca 840 
gggtctctct aaaggggact tgagggcctg agcaggaaag actggccctc tagcttctac 900 
cctttgtccc tgtagcctat acagtttaga atatttattt gttaatttta ttaaaatgct 960 
ttaaaaaaa 969 



<210> 159 
<211> 344 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 
<222> {1)..(344) 

<22 3> 3' terminal sequence, activin a receptor 
type ii-like 1 (ACVRLl) gene. 



<400> 159 

cgcggntgga ggggaggtgg ccccggntcc gccgangaan tcgccccg cc acccgcagag 60 
cncncagagg gaccattgac cttgggctcc cccaggaaag gccttctgat gctgctgatg 120 

gccttggtga cccagggaga ccctgtgaag ccgtctcggg gcccgctggt gacctgcacg 180 
tgtgagagcc cacattgcaa ggggcctacc tgccgggggg cctgggtgca cagtagtgct 240 
tgggtgcggg aggaggggag gcacccc cag ggaacattcg gggntgcggg aantttgcac 300 
agggagntct tgcagggggg gcgccccacc gatttcgttc aacc 344 



<210> 160 
<211> 416 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : primer 
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<220> 

<221> inisc_f eature 
<222> (1) . . (416) 

<223> 5' terminal sequence, activin a receptor 
type ii-like 1 (ACVRLl) gene. 

<400> 160 

gtcagtctcc cggaaccagg actgttcatc cctcgaggag aagatcttga cggccacact 60 
ctcaccgtgc cacaagcccc gccacacttc gccatagcgc cttttcccac acactccacc 120 
aaggcaacct gccgtngcca ctgtcctctg caccagggaa ggggagccct gagccactcc 180 
ctgtgggtgg cagtcactgt ccagggaggt cccccaacat gctgttcgcc ctgcttcaga 240 
tgcttttcag ggatgaggat gggattttcc cagcttcgct gttgcagggc cacgttgctt 300 
tttccttgcc tncgttcggg acatggccac agggcccagg ggacaaccag g gggccacca 360 
gggggnccag gcaanggcca agncacgggg ggcccagggt ttnaaggggc cagttt 416 



<210> 161 

<211> 1970 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_f eature 
<222> (1) . . (1970) 

<223> activin a receptor type ii-like 1 (ACVRLl) 
gene. 

<400> 161 

aggaaacggt ttattaggag ggagtggtgg agctgggcca ggcaggaaga cgctggaata 60 
agaaacattt ttgctccagc ccccatccca gtcccgggag gctgccgcgc cagctgcgcc 120 
gagcgagccc ctccccggct ccagcccggt ccggggccgc gccggaccc c agcccgccgt 180 
ccagcgctgg cggtgcaact gcggccgcgc ggtggagggg aggtggcccc ggtccgccga 240 
aggctagcgc cccgccacce gcagagcggg cccagaggga ccatgacctt gggctccccc 300 
aggaaaggcc ttctgatgct gctgatggcc ttggtgaccc agggagaccc tgtgaagccg 360 
tctcggggcc cgctggtgac ctgcacg tgt gagagcccac attgcaaggg gcctacctgc 420 
cggggggcct ggtgcacagt agtgctggtg cgggaggagg ggaggcaccc ccaggaacat 480 
cggggctgcg ggaacttgca cagggagctc tgcagggggc gccccaccga gttcgtcaac 540 
cactactgct gcgacagcca cctctgcaac cacaacgtgt ccctggtgct ggaggccacc 600 
caacctcctt cggagcagcc gggaacagat ggccagctgg ccctgatcct gggccccgtg 660 
ctggccttgc tggccctggt ggccctgggt gtcctgggcc tgtggcatgt ccgacggagg 720 
caggagaagc agcgtggcct gcacagcgag ctgggagagt ccagtctcat cctgaaagca 780 
tctgagcagg gcgacacgat gttgggggac ctcctggaca gtgactg cac cacagggagt 840 
ggctcagggc tccccttcct ggtgcagagg acagtggcac ggcaggttgc cttggtggag 900 
tgtgtgggaa aaggccgcta tggcgaagtg tggcggggct tgtggcacgg tgagagtgtg 960 
gccgtcaaga tcttctcctc gagggatgaa cagtcctggt tccgggagac tgagatctat 1020 
aacacagtat tgctcagaca cgac aacatc ctaggcttca tcgcctcaga catgacctcc lOBO 
cgcaactcga gcacgcagct gtggctcatc acgcactacc acgagcacgg ctccctctac 1140 
gactttctgc agagacagac gctggagccc catctggctc tgaggctagc tgtgtccgcg 1200 
gcatgcggcc tggcgcacct gcacgtggag atcttcggta cacagggcaa accagccatt 126 0 
gcccaccgcg acttcaagag ccgcaatgtg ctggtcaaga gcaacctgca gtgttgcatc 1320 
gccgacctgg gcctggctgt gatgcactca cagggcagcg attacctgga catcggcaac 1380 
aacccgagag tgggcaccaa gcggtacatg gcacccgagg tgctggacga gcagatccgc 1440 
acggactgct ttgagtccta caagtggact gacatctg gg cctttggcct ggtgctgtgg 1500 
gagattgccc gccggaccat cgtgaatggc atcgtggagg actatagacc acccttctat 1560 
gatgtggtgc ccaatgaccc cagctttgag gacatgaaga aggtggtgtg tgtggatcag 1620 
cagaccccca ccatccctaa ccggctggct gcagacccgg tcctctcagg cctagctcag 1680 
atgatgcggg agtgctggta cccaaacccc tctgcccgac tcaccgcgct gcggatcaag 1740 
aagacactac aaaaaattag caacagtcca gagaagccta aagtgattca atagcccagg 1800 
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agcacctgat tcctttctgc ctgcaggggg ctgggggggt ggggggcagt ggatggtgcc 18 60 
ctatctgggt agaggtagtg tgagtgtggt gtgtgctggg gatgggcagc t gcgcctgcc 1920 
tgctcggccc ccagcccacc cagccaaaaa tacagctggg ctgaaacctg 1970 



<210> 162 

<211> 407 
<212> DNA 

<213> Artificial Sequence 



<220> 

<22 3> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 
<222> (1) . . {407) 

<223> 5' terminal sequence, lim domain protein 
(RIL) gene. 



<400> 162 

gtgaccctgc gcgggccttc gccctggggc ttccgcctgg tngggccgng gacttcagcg 60 
cgcccctcac catctcacgg gtccatgctg gcagcaaggc tcatntggct gccctgtgcc 120 
caggagacct gatccaggcc atcaatggtn agagcacaga gctcatgac a cacctggang 180 
cacagaaccg catcaagggc tgccacgatc acctcacact gtctgtgagc aggcctgagg 240 
gcaggagctg gcccagtgcc cctgatgaca gcaaggctca ggcacacagg atccacatcg 300 
ntcctgagat ccaggacggc agcccaacaa ccagcaggcg gccctcaggc accgggactt 360 
gggccagaag atnggcagan caagnct ggg gtttttncat atggaca 4 07 



<210> 163 

<211> 1130 

<212> DNA/RNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 
<222> (1) . . (1130) 

<223> lim domain protein (RIL) gene. 



<400> 163 

tgagagtccg gctcaggctc cggctgcggc tccagcccgc gatgccccat tccgtgaccc 50 
tgcgcgggcc ttcgccctgg ggcttccgcc tggtgggccg ggacttcagc gcgcccctca 120 
ccatctcacg ggtccatgct ggcagcaagg cctcattggc tgccctgtgc ccaggagacc 180 
tgatccaggc catcaatggt gagagcacag agctcatgac acacctg gag gcacagaacc 240 
gcatcaaggg ctgccacgat cacctcacac tgtctgtgag caggcctgag ggcaggagct 300 
ggcccagtgc ccctgatgac agcaaggctc aggcacacag gatccacatc gatcctgaga 360 
tccaggacgg cagcccaaca accagcaggc ggccctcagg caccgggact gggccagaag 420 
atggcagacc aagcctggga tctcc atatg gaaaaccccc ttgctttcca gtccctcaca 480 
atggcagcag cgaggccacc ctgccagccc agatgagcac cctgcatgtg tctccacccc 540 
ccagcgctga cccagcagag gcctcccgcg gagccgggag cagagtcgac ctgggctccg 600 
aggtgtacag gatgctgcgg gagccggccg agcccgtggc cgcggagccc aagcagtcag 660 
gctccttccg ctacttgcag ggcatgctag aggccggcga gggcggggat tggcccgggc 720 
ctggcggccc ccggaacctc aagcccacgg ccagcaagct gggcgctccg ctgagcggcc 780 
tgcaggggct gcccgagtgc acgcgctgct gccacggaat cgtgggcacc atcgtcaagg 840 
aacgggacaa gctctaccat cccgagtgct tcatgtgcag tgact gcggc ctgaacctca 900 
agcagcgtgg ttacttcttt ctggacgagc ggctctactg tgagagccac gccaaggcgc 960 
gcgtgaagcc gcccgagggc tacgacgtgg tggcggtgta ccccaatgcc aaggtggaac 1020 
tcgtctgagc tgggaccctg ctcccacccc tgcttcttaa ggtccatgct cggccggtgt 1080 
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<210> 164 

<211> 310 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) . . (310) 

<223> 5' terminal sequence, she (src homology 2 

domain-containing) transforming protein 1 (SHCl) 
gene . 



<400> 164 

anattcggaa cgagggatcc ctcctatgtc aacgtccaga acctagacaa ggcccggcaa 60 

gcagtgggtg gtgctgggcc ccccaatcet gctatcaatg gcagtgcacc ccgggacctg 120 

tttgacatga agcccttcga agatgctctt cgcgtgc etc cacctcccca gtcggtgtcc 180 

atgnctgagc agctccgagg ggagccctgg gttccatggg aagctgagcc . ggcgggaggc 240 

tgaggcactg ctggcagctt caatggggat ttccnggtac gggagagcac gaccacacng 300 

gggcaatatg 310 



<210> 165 

<211> 3664 

<212> DNA/RNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) . . (3564) 

<223> she (src homology 2 domain -containing) 
transforming protein 1 (SHCl) gene. 



<400> 165 

atggggcctg aaactgtctg ggtctgagct 
ccccaggact tctgtgactc ctgggccaca 
accccctgcc tggccccctt gcccaaactg 
ctttcacctc aactatggat ctcctgcccc 
agtctctgtc atcgctggag gaaggggctt 
ccccatcagc ttcatccctg gggcccatcc 
ctaccctgtg ctccttcttc ccccggatga 
ggcgcccagg gtctaagggg gagccaggaa 
gggcagccat gccagagtca ggccccctac 
gaggcggcgg gcgcaggact cgggtggaag 
gccacgggag ctttgtcaat aagcccacgc 
tgggacccgg ggtttcctac ttggttcggt 
tgcgtgccct ggacttcaac acccggactc 
gtgaggctgt gccgggtgct aagggggcga 
tcagctctat cctggggagg agtaacctga 
tctccaccag cagcctcaac ctcatggccg 
acatgcaatc tatctcattt gcatccggcg 
atgttgccaa agaccctgtg aatcagagag 
ttgcccagga tgtcatcagc accattg gcc 



ggggagcgga agccacttgt ccctctccct 60 
gaggtccaac cagggtaagg gcctggggat 120 
gcaggggggc caggctgggc agcagcccct 180 
ccaagcccaa gtacaatcca ct ccggaatg 240 
ctgggtccac ccccccggag gagctgcctt 300 
tgcctcctct gcctggggac gatagtccca 350 
gcaacctgag gctggccaac ccggctgggg 420 

gggcagctga tgatggggag gggatcgatg 480 
ccctcctcca ggacatgaac aagctgagtg 540 
ggggccagct tgggggcgag gagtggaccc 600 
ggggctggct gcatcccaac gacaaagtca 660 
acatgggttg tgtggaggtc ctccagtcaa 720 
aggtcaccag ggaggccatc agtctggtgt 780 
caaggaggag aaagccctgt agccgcccgc 840 
aatttgctgg aatgccaatc actctcaccg 900 
cagactgcaa acagatcatc gccaaccacc 950 
gggatccgga cacagccgag tatgtcgcct 1020 
cctgccacat tctggagtgt cccgaagggc 1080 

aggccttcga gttgcgcttc aaacaatacc 1140 
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tcaggaaccc acccaaactg gtcacccctc 
catgggatga ggaggaggaa gagccacctg 
aggaaccccc cttggggggg gtggtagaca 
ctgctcgacc cactgcaccc aatgcccaga 
taggacagcc tgttggggga gatccagaag 
gtccaggcag agagcttttt gatgatccct 
cccggcaagc agtgggtggt gctgggcccc 
gggacctgtt tgacatgaag cccttcgaag 
cggtgtccat ggctgagcag ctccgagggg 
gggaggctga ggcactgctg cagctcaatg 
cacctggcca gtatgtgctc actggcttgc 
tggaccctga gggtgtggtt cggactaagg 
tcagctacca catggacaat cacttgccca 
agcaacctgt ggagcggaaa ctgtgatctg 
caatcctttc caccctattc cctaactctc 
tggccttgtg tcagagctgg gagtagcatg 
agggtttgag tcaaaagcct gggtgagaat 
gtattaatgt acagagtggc ccctcacct g 
ccccaagaag gtgagtgctt gtcatggaaa 
gtcacccttc tgggcaaggg ggaacaaatc 
cctctcaaca cccgcccccc ccatgtttaa 
aatgatattt tatgcaaaca gttcttggac 
caccttcttg gcttctggga cctgtgttct 
ataacagagg caggagtggc aqctgtcccc 
tgccccagag ccccactccc ggccaggcgg 
Ctggccgggg cccctcaccc caaggggtct 
atgttgcatg cctatgtact ctgcgccaaa 
tgcctccctt tctgggaggg cggggtgggg 
actctcccag gtggatt ttg tggaggtgag 
acaatcccca cataccatct gtagagttgg 
atattttagg gctgctagac ttactttcct 
caaaatgata atcaattatt acatttatac 
acagctcttg gcattttcct cgcctaggcc 
ccagagacct gaggcagatg aaatttattt 
taccgcgaga ctgagaggca gaagtcagcc 
cgcaaaacct gcagttcctg agtaccttct 
gccacaccac agcaagccgg ccccccctct 
gttttcatcc tggcctcctt ttgctgtttg 
gggaaaactc ttcattaaag tccgtatttc 
atacatcacc tttttgactt ttccaagccc 
ggcctgtgag gtaactggga tcgcaccttt 
atttccatct aggactagaa aaacttgggt 
agcc 



atgacaggat ggctggcttt gatggctcag 1200 
accatcagta ctataatgac ttcccgggga 1260 
tgaggcttcg ggaaggagcc gctccagggg 1320 
cccccagcca cttgggagct acattgcctg 1380 
tccgcaaaca gatgccacct ccaccaccct 1440 
cctatgtcaa cgtccagaac ctagacaagg 1500 
ccaatcctgc tatcaatggc agtgcacccc 1560 
atgctcttcg ggtgcctcca cctccccagt 1620 
agccctggtt ccatgggaag ctgagccggc 1680 
gggacttctt ggtacgggag agcacgacca 1740 
agagtgggca gcctaagcat ttgctactgg 1800 
atcaccgctt tgaaagtgtc agtcacctta 18 60 
tcatctctgc gggcagcgaa ctgtgtctac 1920 
ccctagcgct ctcttccaga agat gccctc 1980 
gggacctcgt ttgggagtgt tctgtgggct 2 040 
gactctgggt ttcatatcca gctgagtgag 2100 
cctgcctctc cccaaacatt aatcaccaaa 2160 
ggcctttcct gtgccaacct gatgcccctt 2220 
atgtcctgtg gtgacaggcc cagtggaaca 2280 
acacctctgg gcttcagggt atcccagacc 2340 
actttgtgcc tttgaccatc tcttaggtct 2400 
ccctgaattc ttcaatgaca gggatgccaa 2460 
tgctgagcac cctctccggt ttgggttggg 2520 
tctccctggg gatatgcaac ccttagagat 2580 
gagatggacc cc tcccttgc tcagtgcctc 2540 
gtatatacat ttcataaggc ctgccctccc 2700 
gtgcagccct tcctcctgaa gcctctgccc 2760 
gtgactgaat ttgggcctct tgtacagtta 2820 
aaaaggggca ttgagactat aaagcagtag 2880 
aactgcattc ttttaaagtt ttatatgcat 2940 
attttctttt ccattgctta ttcttgagca 3000 
atcacctttt tgacttttcc aagccc tttt 3060 
tgtgaggtaa ctgggatcgc accttttata 3120 
ccatctagga ctagaaaaac ttgggtctct 3180 
cgaatgcctg tcagtttcat ggaggggaaa 3240 
acaggcccgg cccagcctag gcccggggtg 3300 
tttggccttg tggataaggg agagttgacc 3360 
gatgtttcca cgggtctcac ttataccaaa 3420 
ttctaaaaaa aaaaaaaaaa aaatacattt 3480 
ttttacagct cttggcattt tcctcgccta 3540 
tataccagag acctgaggca gatgaaattt 3600 
ctcttaccgc gagactgaga ggcagaagtc 3660 

3664 



<210> 166 
<211> 449 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 

<222> (1) . . (449) 

<223> 3' terminal sequence. 

glyceraldehyde -3-phosphate dehydrogenase ( GAPD) 

gene. 

<400> 166 
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gagcacaggg tnctttattg atggtacatg acaaggtgcg gctccctagg cccctcccct 60 
cttcaagggg tctacatgga aactgtgagg aggggagatt cagtgtggtg ggggactgag 120 
tntggcaggg actccccagc agtgagggtc tctctcttcc tcttgtgctc ttgctggggc 180 
tggtggtcca ggggt cttac tccttggagg ccatgtgggc atgaggtcca ccaccctgtt 240 
gctgtagcca aattcgttgt cataccaggg aaatgagctt gacaaagtgg tcgttgaggg 300 
caatgccagc cccagcnttc gaaggtggag gantgggttt cgctnttgaa gtcagaggag 360 
accacctggg tgctcagttt agcccaggga tgcccttgag ggggccctcc gacgttt ttt 420 
tcaccacctt tttgatntca tcatntttt 449 



<210> 167 
<211> 467 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: primer 
<220> 

<221> misc_f eature 

<222> (1) . . (467) 

<223> 5' terminal sequence. 

glyceraldehyde -3-phosphate dehydrogenase (GAPD) 

gene. 

<400> 167 

tgttcgacag tcagccgcat cttcttttgc gtcgccagcc gagccacatc gctgagacac 60 

catggggaag gtgaaggtcg gagtcaacgg atttggtcgt attgggcgcc tggtcaccag 120 

ggctgctttt aactctggta aagtggata t tgttgccatc aatgacccct tcattgacct 180 

caactacatg gtttacatgt tccaatatga ttccacccat gggcaaattc catgggcacc 240 

gtcaaggctg agaacgggaa gcttgtcatc aatgggaaat cccattcacc atcttccagg 300 

gagcgagatc cctccaaaat tcaagtgggg ggcgatgctg ggcgcttgag ttacgttcgt 360 

gggagttcca ctgggccttc tttcaaccac ccttggagaa gggtttgggg gttcattttn 420 
caaggggggg gagcccaaan gggtcttcat tttttggccc ccttttt 4 67 



<210> 168 
<211> 316 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> raisc_f eature 
<222> (1) . . (315) 

<223> 3' terminal sequence, desmin (DES) gene. 
<400> 168 

ggcttgtgtt tnttntctct ttattgtttc tctccagagc ccctgcagca ggggagggga 50 
gggcgtgggg aggtgggcgc ccctcccacc agcctgagac cgctctctgc ctctctcctc 120 
tcctctcttc tccagcatct cac ccacttt ctctccttct naatctcctg ctcccacctc 180 
cagcaccttc ggggattccc tcttgtagcc cctgctttct aagtccaccc ggggctgggg 240 
aaaggaaagt aagagaccac ggggacaatt tcaagccccc cagtntccac aggggctagt 300 
cccctgggnt acctgc 316 



<210> 169 
<211> 440 
<212> DNA 
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<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> inisc__f eature 
<222> (1) . . (440) 

<223> 5' terminal sequence, desmin (DES) gene. 
<400> 169 

atctccccat ccagacctac tctgccctca acttccgag a aaccagccct gagcaaaggg 60 
gttctgaggt ccataccaag aagacggtga tgatcaagac catcgagaca cgggatgggg 120 
aggtcgtcag tgaggccaca cagcagcagc atgaagtgct ctaaagacag agaccctctg 180 
ccaccagaga ccgtcctcac ccctgtcctc actgctccct gaagccagcc ttcttccatc 240 
ccagggacac cacaccca gc cttcagtcct ccccttcaca gcctctggac ccctcctcac 300 
tgggccattc cctcgtggtt ccccaacagc ggacataggc ccatccttgc tgggttcaca 360 
ggggcatggc cccgggccac ttnttgcggg aaccccagtt gttgaggctt tggttgtttg 420 
ggcagttgag ttgaggcttt 44i 



<210> 170 

<211> 2218 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 

<222> {1)..(2218) 

<223> desmin (DES) gene. 

<400> 170 

cctcgccgca tccactctcc ggccggccgc ctgcccgccg cctcctcc gt gcgcccgcca 60 
gcctcgcccg cgccgtcacc atgagccagg cctactcgtc cagccagcgc gtgtcctcct 120 
accgccgcac cttcggcggc gccccgggct tcccgctcgg ctccccgctg agctcgcccg 180 
tgttcccgcg ggcgggtttc ggctctaagg gctcctccag ctcggtgacg tcccgcgtgt 240 
accaggtgtc gcgcacgtcg ggcgggg ccg ggggcctggg gtcgctgcgg gccagccggc 300 
tggggaccac ccgcacgccc tcctcctacg gcgcaggcga gctgctggac ttctcactgg 360 
ccgacgcggt gaaccaggag tttctgacca cgcgcaccaa cgagaaggtg gagctgcagg 420 
agctcaatga ccgcttcgcc aactacatcg agaaggtgcg cttcctggag cagcagaacg 480 
cgctcgccgc cgaagtgaac cggctcaagg gccgcgagcc gacgcgagtg gccgagctct 540 
acgaggagga gctgcgggag ctgcggcgcc aggtggaggt gctcactaac cagcgcgcgc 600 
gcgtcgacgt cgagcgcgac aacctgctcg acgacctgca gcggctcaag gccaagctgc 660 
aggaggagat tcagttgaag gaagaagcag agaacaattt ggctgcc ttc cgagcggacg 720 
tggatgcagc tactctagct cgcattgacc tggagcgcag aattgaatct ctcaacgagg 780 
agatcgcgtt ccttaagaaa gtgcatgaag aggagatccg tgagttgcag gctcagcttc 840 
aggaacagca ggtccaggtg gagatggaca tgtctaagcc agacctcact gccgccctca 900 
gggatatccg ggctcagtat gagac catcg cggctaagaa catttctgaa gctgaggagt 960 
ggtacaagtc gaaggtgtca gacctgaccc aggcagccaa caagaacaac gacgccctgc 1020 
gccaggccaa gcaggagatg atggaatacc gacaccagat ccagtcctac acctgcgaga 1080 
ttgacgccct caagggcact aacgattccc tgatgaggca gatgcgggaa ttggaggacc 1140 
gatttgccag tgaggccagt ggctaccagg acaacattgc gcgcctggag gaagaaatcc 1200 
ggcacctcaa ggatgagatg gcccgccatc tgcgcgagta ccaggacctg ctcaacgtga 12 60 
agatggccct ggatgtggag attgccacct accggaagct gctggaggga gaggagagcc 1320 
ggatcaatct ccccatccag acctactctg ccctcaactt ccgagaaacc agccctgagc 1380 
aaaggggttc tgaggtccat accaagaaga cggtga7,gat caagaccatc gagacacggg 1440 
atggggaggt cgtcagtgag gcgacacagc agcagcatga agtgctctaa agacgagaga 1500 
ccctctgcca ccagagaccg tcctcacccc tgtcctcact gctccctgaa gcccagcctt 1560 
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cttccatccc aggacaccac acccagcctc agtcctcccg tcacagcctc tgacccctcc 1620 
tcactggcca tccctcgtgg tccccaacag cgacatagcc catccctgcc tggtcacagg 1680 
catgccccgg ccacctctgc ggaccccagc tgtgagcctt ggctgttggc agtgagtgag 1740 
cctggctctt gtgctggatg gagccca;ggc gggagcggtg gccctgtccc tec cacctct 1800 
gtgacctgag gcctacgctt tggctctgga gatagcccca gagcagggtg ttgggatact 1860 
gcagggccag gactgagccc cgcagacctc cccagcccct agcccaggag agagaaagcc 1920 
aggcaggtag cctgggggac tagccctgtg gagactgggg ggcttgaaat tgtccccgtg 1980 
gtctcttact ttcctttccc cagcccag gg tggacttaga aagcaggggc tacaagaggg 2040 
aatccccgaa ggtgctggag gtgggagcag gagattgaga aggagagaaa gtgggtgaga 2100 
tgctggagaa gagagaggag gagagaggca gagagcggtc tgaggctggt gggaggggcg 2160 
cccacctccc cacgccctcc ccccccctgc tgcaggggct ctggagagaa acaataaa 2218 



<210> 171 

<211> 367 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<220> 

<221> misc_feature 
<222> (1) . . (367) 

<223> 5' terminal sequence, casein kinase 2, beta 
polypeptide (CSNK2B) gene. 

<400> 171 

gatccacgcc cgctacatcc ttaccaaccg tggcatcgcc agatgttgga aaagtaccag 60 
caaggagact ttggttactg tcctcgtgtg tactgtgaga accagccaat gcttcccatt 120 
ggcctttcag acatcccagg tgaagccatg gtgaagctct actgccccaa gtgcatggat 180 
gtgtacacac ccaagtcatc aagacaccat cacacggatg ggcgcctac t ttcggcactg 240 
gtttccctca catgctcttc atgggtgcat cccgagtacc ggcccaaggg gaccttgcca 300 
accagtttgt gcccagggtt ttacggtttt caaggttcca tncggtgggg cttaccaggt 360 
tgcaggt 367 



<210> 172 

<211> 1128 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: primer 
<220> 

<221> misc_feature 
<222> (1) . . (1128) 
<223> casein kinase 2 
gene . 

<400> 172 

gcttctcgtt gtgccccgcc 
tgcgcgggtc atcctgggat 
accggggact ccgtgtcccg 
ccctcttccc caccctccct 
ggtccgcggc ctgcgctgta 
ccaccccagt cctggtcccc 
gtcctggatt tcctggttct 
agactacatc caggacaaat 
acaagctcta gacatgatct 



beta polypeptide (CSNK2B) 



cgcaagcgcc ctcctccggg ccttc gtgac agccaggtcg 60 
tggtagttcg ctttctctca tttagccagt ttctttctct 120 
gcatccaccg cggcacctga cccttggcgc ttgcgtgttg 180 
aatttccact ccccccaccc cacttcgcct gccgcggtcg 240 
gcgg tcgccg ccgttccctg gaagtagcaa cttccctacc 300 
gtccagccgc tgacgtgaag atgagcagcfc cagaggaggt 360 
gtgggctccg tggcaatgaa ttcttctgtg aagtggatga 420 
ttaatcttac tggactcaat gagcaggtcc ctcactatcg 480 
tggacctgga gcctgatgaa gaactggaag acaaccccaa 540 



B^4SDOCID; <WO 0246167A2_L> 



wo 02/46467 



113/292 



PCT/lBOl/02811 



ccagagtgac ctgattgagc aggcagccga gatgctttat ggattgatcc acgcccgcta 600 
catccttacc aaccgtggca tcgcccagat gttggaaaag taccagcaag gagactttgg 660 
ttactgtcct cgtgtgtact gtgagaacca gccaatgctt ccca ttggcc tttcagacat 720 
cccaggtgaa gccatggtga agctctactg ccccaagtgc atggatgtgt acacacccaa 780 
gtcatcaaga caccatcaca cggatggcgc ctacttcggc actggtttcc ctcacatgct 840 
cttcatggtg catcccgagt accggcccaa gagacctgcc aaccagtttg tgcccaggct 900 
ctacggtttc aagatccatc eg atggccta ccagctgcag ctccaagccg ccagcaactt 960 
caagagccca gtcaagacga ttcgctgatt ccctccccca cctgtcctgc agtctttgtc 1020 
ttttcctttc ttttttgcca ccctttcagg aaccctgtat ggtttttagt ttaaattaaa 1080 
ggagtcgtta tcgtggtggg aatatgaaat aaagtagaag aaaaggcc 11 28 



<210> 173 
<211> 475 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> inisc_feature 
<222> (1) . . (475) 

<223> 3' terminal sequence, golgi apparatus 
protein 1 (GLGl) gene. 



<400> 173 

gggttttttt ctnaaaaaaa cctttgagtt gcaggtcagg tnagttggtt ctggaagtac 60 
cggaagttct gttggnatga gagagacttg tctacaggca ggnaaaccca agtttgccaa 12 0 
acaaaggcag taaccccagc gaccagctgc tgctgctgca cggtgaggag gaggaggaca 180 
ccatggacac gagtggaggc tggatgggac aacgcagtgg acatctgcta atg ctctaac 240 
acggggttgg ngtcacttct gagaagagcg aggtnagtgg ggatnctata caagagggct 300 
ntacaaactg gggcactggg atagggtagt tcctttgggn gggtcaaggt gggctctacc 360 
ccgtccnttg agctctngtg tncactncgc ttgggggatc ccntcccaca cattcagggc 420 
cantcaggna caattttacc aggtgntccc a ctgtttcac agggggattt aagtt 475 



<210> 174 
<211> 483 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: primer 

<220> 

<221> raisc_f eature 
<222> (1) . . (483) 

<223> 5' terminal sequence, golgi apparatus 
protein 1 (GLGl) gene. 



<400> 174 

ggtcatctct tgcctgaagc tgagatatgc 
ccagatccga atcattatcc aggagtccgc 
gctgcactgc tcagacgaga tctccagtct 
gacaggtcag gtggaggagt gcc tcaaggt 
taaatnggaa gtgctaaaca tgctgaagga 
acttcatact tgcttgtgcc ctgggacatt 
cgcgggcgtt caaattgttc ctgtnttcat 
gaggtttaca gcccgagttg caaaaaggcg 
ttt 



tgaccagcgc ctgtcttcag actgtgaaga 60 
cctggactac cgcctggatc ctcagctcca 120 
atgtgctgaa gaagcagcag cccaagagca 180 
caacctgctc aagatcaaaa cagaattgtg 240 
aagcaaagca gacatctttg ttgacccggt 300 
aaacaccact gcgcagcatt caccctgggc 360 
gggaaggcac tgggagggtt aaggcgggtt 420 
cttcattgac ccggtttgag gtgttggatt 480 

483 
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<210> 175 

<211> 3909 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 

X220> 

<2 21> misc_feature 
<222> (1) . . (3909) 

<223> golgi apparatus protein 1 (GLGl) gene. 



<400> 175 

ggcacgaggc tcgccgcgga ctcaagatgg cggcgtgtgg acgtgtacgg aggatgttcc 60 

gcttgtcggc ggcgctgcat ctgctgctgc tattcgcggc cgggggcaga aactccccgg 120 

ccagggcgtc ccac agccag ggccagggtc ccggggccaa ctttgtgtcc ttcgtagggc 180 

aggccggagg cggcggcccg gcgqgtcagc agctgcccca gctgcctcag tcatcgcagc 240 

ttcagcagca acagcagcag cagcaacagc aacagcagcc tcagccgccg cagccgcctt 300 

tcccggcggg tgggcctccg cggcggggag gagcgggggc tggtgggggc tggaag ctgg 360 

cggaggaaga gtcctgcagg gaggacgtga cccgcgtgtg ccctaagcac acctggagca 420 

acaacctggc ggtgctcgag tgcctgcagg atgtgaggga gcctgaaaat gaaatttctt 480 

cagactgcaa tcatttgttg tggaattata agctgaacct aactacagat cccaaatttg 540 

aatctgtggc cagagaggtt tgcaaatcta ctat aacaga gattaaagaa tgtgctgatg 600 

aaccggttgg aaaaggttac atggtttcct gcttagtgga tcaccgaggc aacatcactg 660 

agtatcagtg tcaccagtac attaccaaga tgacggccat catttttagt gattaccgtt 720 

taatctgtgg cttcatggat gactgcaaaa atgacatcaa cattctgaaa tgtggcagta 780 

ttcggcttgg agaaaaggat gcacattcac aaggtgaggt ggtatcatgc ttggagaaag 840 

■ gcctggtgaa agaagcagaa gaaagagaac ccaagattca agtttctgaa ctctgcaaga 900 

■ aagccattct ccgggtggct gagctgtcat cggatgactt tcacttagac cggcatttat 960 

? attttgcttg ccgagatgat cgggagcgtt tttgtgaaaa tacacaagct ggtg agggca 1020 

gagtgtataa gtgcctcttt aaccataaat ttgaagaatc catgagtgaa aagtgtcgag 1080 

aagcacttac aacccgccaa aagctgattg cccaggatta taaagtcagt tattcattgg 1140 

ccaaatcctg taaaagtgac ttgaagaaat accggtgcaa tgtggaaaac cttcqgcgat 1200 

cgcgtgaagc caggctctcc tacttgtta a tgtgcctgga gtcagctgta cacagagggc 1250 

gacaagtcag cagtgagtgc cagggggaga tgctggatta ccgacgcatg ttgatggaag 1320 

acttttctct gagccctgag atcatcctaa gctgtcgggg ggagattgaa caccattgtt 1380 

ccggattaca tcgaaaagga cggaccctac actgtctgat gaaggtagtt cgaggggaga 1440 

aggggaacct fcggaatgaac tgccagcagg cgcttcaaac actgattcag gagactgacc 1500 

ctggtgcaga ttaccgcatt gatcgagctt tgaatgaagc ttgtgaatct gtaatccaga 1560 

cagcctgcaa acatataaga tctggagacc caatgatctc gtcgtgcctg atggaacatt 1620 

tatacacaga gaagatggta gaagactgtg aacaccgtct ct tagagctg cagtatttca 1680 

tctcccggga ttggaagctg gaccctgtcc tgtaccgcaa gtgccaggga gacgcttctc 1740 

gtctttgcca cacccacggt tggaatgaga ccagtgaatt tatgcctcag ggagctgtgt 1800 

tctcttgttt atacagacac gcctaccgca ctgaagaaca gggaaggagg ctctcacggg 1860 

agtgccgagc tgaagtccaa aggatcctac accagcgtgc catggatgtc aagctggatc 1920 

ctgccctcca ggataagtgc ctgattgatc tgggaaaatg gtgcagtgag aaaacagaga 1980 

ctggacagga gctggagtgc cttcaggacc atctggatga cttggtggtg gagtgtagag 2040 

atatagttgg caacctcact gagttagaat cagaggatat ccaaatagaa gccttg ctga 2100 

tgagagcctg tgagcccata attcagacat tctgccacga tgcggataac cagatagact 2160 

ctggggacct gatggagtgt ctgatacaga acaaacacca gaaggacatg aacgagaagt 2220 

gtgccatcgg agttacccac ttccagctgg tgcagatgaa ggattttcgg ttttcttaca 2280 

agtttaaaat ggcctgcaag gaggacgtgt tgaagctttg cccaaacata aaaaagaagg 2340 

tggacgtggt gatctgcctg agcacgaccg tgcgcaatga cactctgcag gaagccaagg 2400 

agcacagggt gtccctgaag tgccgcaggc agctccgtgt ggaggagctg gagatgacgg 2460 

aggacatccg cttggagcca gatctatacg aagcctgcaa gagtgacatc aaaaacttct 2520 

gttccgctgt gcaatatggc aacgctcaga ttatcgaatg tctgaaagaa aacaagaagc 2580 

agctaagcac ccgctgccac caaaaagtat ttaagctgca ggagacagag atgatggacc 2640 

cagagctaga ctacaccctc atgagggtct gcaagcagat gataaagagg ttctgtccgg 2700 
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aagcagattc taaaaccatg ttgcagtgct 
atcccaaatg caaacagatg ataaccaagc 
taaaccccat gttaagaaaa gcctgtaaag 
tgactaaggc caaggatgat tcagaattag 
gatatgctga ccagcgcct g tcttcagact 
agtccgccct ggactaccgc ctggatcctc 
ccagtctatg tgctgaagaa gcagcagccc 
tcaaggtcaa cctgctcaag atcaaaacag 
tgaaggaaag caaagcagac atctttgttg 
acattaaaca ccactgcgca gcactcaccc 
tggaagcact ggaggataag cgggtgaggt 
accggattga gatgtggagt taogcagcaa 
ttgccatgca agtaatgacg tctccatcta 
gcatctgtat attgttcctg attggcctga 
gagagctcaa ggacaggtag agccaccttg 
agtttgtaca gccctcttgt atagcatccc 
caaccccgtg ttagagcatt agcagatgtc 
tgtccatggt gtcctcctcc tcctcaccgt 
tgcctttgtt tggcaaactt gggtttacct 
gaacttccgg tacttccaga accaactcac 
aaaccacca 



tgaagcaaaa taaa aacagt gaattgatgg 2760 
gccagatcac ccagaacaca gattaccgct 2820 
ctgacattcc taaattctgt cacggtatcc 2880 
aaggacaagt catctcttgc ctgaagctga 2940 
gtgaagacca gatccgaatc attatccagg 3000 
agctccagct gcactgctca gacgagatct 3060 
aagagcagac aggtcaggtg gaggagtgcc 3120 
aattgtgtaa aaaggaagtg ctaaacat gc 3180 
acccggtact tcatactgct tgtgccctgg 3240 
ctggccgcgg gcgtcaaatg tcctgtctca 3300 
tacagcccga gtgcaaaaag cgcctcaatg 3360 
ag gtggcccc agcagatggc ttctctgatc 3420 
agaactacat tctctctgtg atcagtggga 3480 
tgtgtggacg gatcaccaag cgagtgacac 3540 
accaccaaag gaactaccta tccagtgccc 3600 
cactcacctc gctcttctca gaagtgacac 3660 
cactgcgttg tcccatccag cctccactcg 3720 
gcagcagcag cagctggtcg ctggggttac 3780 
gcctgtagac aagtct ctct cataccaaca 3840 
ctgacctgca actcaaaggc ttttttaaga 3900 

3909 



<210> 176 
<211> 390 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_f eature 
<222> (1) . . (390) 

<223> 5' terminal sequence, endothelin receptor 
type b (EDNRB) gene. 

<,400> 175 

g'ttaagatca aacctcacaa agagaaatag aatgtttgaa aggctatccc aaaagacttt 60 

tttgaatctg tcattcacat accctgtgaa gac aatacta tctacaattt tttcaggatt 120 

attaaaatct tcttctttca ctatcgtagc ttaaactctg tttggttttg tcatctgtaa 180 

atacttacct acatacactg catgtagatg attaaatgag ggcaggccct gtgctcatag 240 

ctttacgatg gagagatgcc agtgacctca taataaagac tgtggaactg cctgggtgca 300 

gtgtccacat gacaaagggg caggtaggca ccctctcttc acccatgctg tgggttaaat 360 

gggtttctag gcatatgtat tatggctatt 390 



<210> 177 

<211> 4286 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: primer 

<220> 

<221> misc_f eature 

<222> (1) . . (4286) 

<223> endothelin receptor type b (EDNRB) gene. 

<400> 177 
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gagacattcc ggtgggggac tctggccagc 
aggtaggcat ttgccccggt gggacgcctt 
aggatcaaca cagtggctga ac actgggaa 
aacttggctc tgaaactgcg cagcggccac 
cagccgcctc caagtctgtg cggacgcgcc 
tcgcggatct ggggagagga gagaggcttc 
accgcagaga taatgacgcc acccactaag 
ctggcgcggt cgttggcacc tgcggaggtg 
ccacgcacca tctcccctcc cccgtgccaa 
tacatcaaca cggttgtgtc ctgccttgtg 
cttctgagaa ttatctacaa gaacaagtgc 
agcttggctc tgggagacct gctgcacatc 
ctgctggcag aggactggcc atttggagct 
aaagcctccg tgggaatcac tgtgctgagt 
gctgttgctt cttggagtag aattaaagga 
attgttttga tttgggtggt ctctgtggtt 
ataattacga tggactacaa aggaagttat 
aagacagctt tcatgcagtt ttacaagaca 
ttctgcttgc cattggccat cactgcattt 
agaaagaaaa gtggcatgca gattgcttta 
gccaaaaccg tcttttgcct ggtccttgtc 
agcaggattc tgaagctcac tctttataat 
agctttctgt tggtattgga ctatattggt 
aacccaattg ctctgtattt ggtgagcaaa 
tgctgctggt gccagtcatt tgaagaaaaa 
aagttcaaag ctaatgatca cggatatgac 
tcttgaaaga agaactattc actgtatttc 
aacaaaatga aacatttgcc aaaacaaaac 
taaaatatta agtgtaatta ttttaacact 
ttacggcatg gaaagaaaat cagtgggaat 
tttttacagt tagcacttca acatagctct 
taggcttaaa aatgagctca ctcag aattt 
aatcaatggg actctgatat aaaggaagaa 
aagcttaaat tactcaattt aaaattttaa 
tatcacacta ttatcagatt gtaattagat 
ttttcggaca ctggaaacat ttaaatgatc 
ttttgaaaat cattacactt tcactagaag 
caacatgtca caaacaagca gcatgtaaca 
tataatactt ttaaaaagaa aattattaca 
caaagagaaa tagaatgttt gaaaggctat 
cataccctgt gaagacaata ctatctacaa 
tcactatcgt agcttaaact ctgtttggtt 
ctgcatgtag atgattaaat gagggcaggc 
gccagtgacc tcataataaa gactgtgaac 
gcaggtagca ccctctctca cccatgctgt 
gctatagtta aaatactatt tttcaaaatc 
taaagcttat tactaatttt tgtattattt 
acatggtgct tttctttcat ctagaggcaa 
agctttgtgc gttcctgcct aatttttata 
gggatgagat gtgtgtgaaa gtatgta caa 
gggttggagg aaacccatgg ggacagattc 
cgtcacatca atgcaaaagg tcctgatttt 
gagtgacttt cgaaataaat tgggcccaag 
atttttactt tgtttttctt ttaataggct 
ttgttttctg tcaatattga atgtgatggt 
gaaagaaaga gcaataataa ttaattcaca 
acaaacttgt tctttaattt catcccaatc 
cattttagac tctcaatttt aaattaattt 
tatatttaat ttctatttaa attttagatt 
tcctgatacc ctttccttct ccatgtcagt 
tgaaactaca cacaaaaagc atacttgcat 
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ccgagcaacg tggatcctga gagcactccc 60 
gccagagcag tgtgtggcag gcccccgtgg 120 
ggaactggta cttggagtct ggacatctga 180 
cggacgcctt ctggagcagg tagcagcatg 240 
ctggttgcgc tggttcttgc ctgcggcctg 300 
ccgcctgaca gggccactcc gcttttgcaa 360 
accttatggc ccaagggttc caacgccagt 420 
cctaaaggag acaggacggc aggatctccg 480 
ggacccatcg agatcaagga gactttcaaa 540 
ttcgtgctgg gg atcatcgg gaactccaca 600 
atgcgaaacg gtcccaatat cttgatcgcc 660 
gtcattgaca tccctatcaa tgtctacaag 720 
gagatgtgta agctggtgcc tttcatacag 780 
ctatgtgctc tgagtattga cagatatcga 840 
attggggttc caaaatggac agcagtagaa 900 
ctggctgtcc ctgaagccat aggttttgat 960 
ctgcgaatct gcttgcttca tcccgttcag 10 20 
gcaaaagatt ggtggctgtt cagtttctat 1080 
ttttatacac taatgacctg tgaaatgttg 1140 
aatgatcacc taaagcagag acgggaagtg 1200 
tttgccc tct gctggcttcc ccttcacctc 1260 
cagaatgatc ccaatagatg tgaacttttg 1320 
atcaacatgg cttcactgaa ttcctgcatt 1380 
agattcaaaa actgctttaa gtcatgctta 1440 
cagtccttgg aggaaaagca gtcgtgctta 1500 
aacttccgtt ccagtaataa atacagctca 1560 
attttcttta tattggaccg aagtcattaa 1620 
aaaaaactat gtatttgcac agcacactat 1580 
cacagctaca tatgacattt tatgagctgt 1740 
taagaaagcc tcgtcgtgaa agcacttaat 1800 
taacaacttc caggatattc acacaacact 1860 
ctattctttc taaaaagaga tttattttta 1920 
taagtcactg taaaacagaa cttttaaatg 1980 
aatcctttaa aacaactttt caattaatat 2040 
gcaaatgaga gagcagttta gttgttgcat 2100 
aggagggagt aacagaaaga gcaaggctgt 2160 
cccaaacctc agcattctgc aatatgtaac 2220 
gactggcaca tgtgccagct gaatttaaaa 2280 
tcctttaca t tcagttaaga tcaaacctca 2340 
cccaaaagac ttttttgaat ctgtcattca 2400 
ttttttcagg attattaaaa tcttcttttt 2460 
ttgtcatctg taaatactfca cctacataca 2520 
cctgtgctca tagctttacg atggagagat 2580 
tgcctggtgc agtgtccaca tgacaaaggg 2640 
ggttaaaatg gtttctagca tatgtataat 2700 
atacagatta gtacatttaa ca gctacctq 2760 
ttgtaaatag ccaatagaaa agtttgcttg 2820 
aactgctttt tgagaccgta agaacctctt 2880 
tcttctaagc aaagtgcctt aggatagctt 2940 
gagaaaacgg aagagagagg aaatgaggtg 3000 
ccattcttag cctaacgttc gtcattgcct 3050 
gttccagcaa aacacagtgc aatgttctca 3120 
agctttaact cggtcttaaa atatgcccaa 3180 
gggccacatg ttggaaataa gctagtaatg 3240 
acagtaaacc aaaacccaac aatgtggcca 3300 
caccatatgg attctattta taaatcaccc 3360 
actttttcag aggcctgtta tcatagaagt 3420 
tgaatcacta atattttcac agtttattaa 3480 
atttttatta ccatgtactg aatttttaca 3540 
atcatgttct ctaattatct tgccaaattt 3600 
tatttataat aaaattgcat tcagtggctt 3660 
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tttaaaaaaa atgtttgatt caaaacttta acatactgat aagtaagaaa caattataat 3720 
ttctttacat actcaaaacc aagatagaaa aaggtgctat cgttcaactt caaaacatgt 3780 
ttcctagtat taaggacttt aatatagcaa cagacaaaat tattgttaac atgg atgtta 3840 
cagctcaaaa gatttataaa agattttaac ctattttctc ccttattatc cactgctaat 3900 
gtggatgtat gttcaaacac cttttagtat tgatagctta catatggcca aaggaataca 3960 
gtttatagca aaacatgggt atgctgtagc taactttata aaagtgtaat ataacaatgt 4020 
aaaaaattat atatctggga ggatttttt g gttgcctaaa gtggctatag ttactgattt 4080 
tttattatgt aagcaaaacc aataaaaatt taagtttttt taacaactac cttatttttc 4140 
actgtacaga cactaattca ttaaatacta attgattgtt taaaagaaat ataaatgtga 4200 
caagtggaca ttatttatgt taaatataca attatcaagc aagtatgaag ttattcaatt 4260 
aaaatgccac atttctggtc tctggg 4286 



<210> 178 
<211> 462 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1)..{462) 

<223> 3' terminal sequence, gran zyme b (granzyme 
2, cytotoxic t -lymphocyte -associated serine 
esterase 1) (GZMB) gene. 

<400> 178 

acancagaga tccatttatt acagtcctgc aaccccgact gcccacccct tgggaattct 60 

tgcctctgtc ccagagatgg tcaggcccag aggaaggtta gtctcatgcc tgctgttaga 120 

ggcgnttcat tgttctcttt atccagggca ggaagtntga gaccttgatg tagactcctg 180 

ggggtgtccc ttttttgttt ccataggaga gaataccttg ggctangtcc ttacananga 240 

ggggcccccc ggagttcccc cttgaaaccg gtctgtgtct tctttggatc ccccacacaa 300 

atntcagtgg gctctgctgt aattgccatg ggaaggagac ggttcac ant gggcagttcc 360 

ttctgcactn ttcaggaaca atttcctgaa gtgtgggttg ctaaagtgct cattgagaaa 420 

taaccccagg ccaggccaaa ttgaaaagtt gcctgggntt tt 462 



<210> 179 

<211> 960 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artific ial Sequence : primer 

<220> 

<221> misc_feature 
<222> (1) . . (960) 

<223> granzyme b (granzyme 2, cytotoxic 

t -lymphocyte -associated serine esterase 1) (GZMB) 

gene . 

<400> 179 

agcagctcca accagggcag ccttcctgag aagatgcaac caatcctgct tctgctggcc 60 

ttcctcctgc tgcccagggc agatgcaggg gagatcatcg ggggacatga ggccaagccc 12 0 

cactcccgcc cctacatggc ttatcttatg atctgggatc agaagtctct gaagaggtgc 180 

ggtggcttcc tgatacaaga cgacttcgtg ctgacagctg ctcactgttg gggaagctcc 240 

ataaatgtca ccttgggggc ccacaatatc aaagaacagg agcc gaccca gcagtttatc 300 

cctgtgaaaa gacccatccc ccatccagcc tataatccta agaacttctc caacgacatc 360 
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afcgctactgc agctggagag aaaggccaag cggaccagag ctgtgcagcc cctcaggcta 420 

cctagcaaca aggcccaggt gaagccaggg cagacatgca gtgtggccgg ctgggggcag 480 

acggcccccc tgggaaaaca ct cacacaca ctacaagagg tgaagatgac agtgcaggaa 540 

gatcgaaagt gcgaatctga cttacgccat tattacgaca gtaccattga gttgtgcgtg 600 

ggggacccag agattaaaaa gacttccttt aagggggact ctggaggccc tcttgtgtgt 660 

aacaaggtgg cccagggcat tgtctcctat ggacgaaaca atggcatgcc tccacgagcc 720 

tgcaccaaag tctcaagctt tgtacactgg ataaagaaaa ccatgaaacg ctactaacta 780 

caggaagcaa actaagcccc cgctgtaatg aaacaccttc tctggagcca agtccagatt 840 

tacactggga gaggtgccag caactgaata aatacctctc ccagtgtaaa tctggagcca 900 

agtccagatt tacactggga gaggtgccag caactgaata aa tacctctt agctgagtgg 960 



<210> 180 
<211> 471 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Seguence : primer 

<220> 

<221> misc_feature 
<222> (1) . . (471) 

<223> 3' terminal sequence, fibroblast growth 

factor receptor 1 (fms -related tyrosine kinase 2, 
pfeiffer syndrome) (FGFRl) gene. 



<400> 180 

tnaagcagca gcaattttta ttgagggacc taaactgaaa ataggtttag aacataattt 60 

aaaaaaataa aacagcaaaa gtagcaaaaa atatatgacc tttttaaaaa cattttcctt 120 

ttttttcttt tttgttttta atatatagca actga tgcct cccagccacc aggngcatct 180 

tacccgatgg gtaaatctct ggtaacgacc cttttaaaaa gacatgtaaa tatatactca 240 

gntttataca ctttgtgttt tcttcatagc tatntacaga gcccccagtt tgggctgggc 300 

caggggccan caacactgcc cccaacctgg gccttcgcct caccatcctc tgggtaccgg 360 

gcntttgggt cag gcaaagc aaactagtnt cgggtttatt angccactgg naccaccttt 420 

ttgggggcag aggtcacctt cattcgaggg cacgangcac tgacctcctt t 471 



<210> 181 
<211> 463 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) . . (463) 

<223> 5' terminal sequence, fibroblast growth 

factor receptor 1 (fms -related tyrosine kinase 2, 
pfeiffer syndrome) (FGFRl) gene. 

<400> 181 

gctttgctgc cagccacttc atcccctccc agatgttgga ccaacacccc tccctgccac 60 
caggactgcc tgangggagg agtgggagcc aatgaacagg catgcaagtg agagcttcct 120 
gagctttctc ctgtcggttt ggtctgtttt gccttcaccc ataagcccct cgcactntgg 180 
tggcaggtgc cttgtcctca gggctacagc agtagggagg tcagtgcttc gtgcctcgat 240 
tgaaggtgac ctctgcccca gataggtggt gccagtggct ttattaat tc cgatactagt 300 
ttgctttgct gaccaaatgc ctgggtacca gaggatggtg aggcgaaggc aggttggggg 360 
cagtgttgtg gccnggggcc agcccaaaac tgggggcttc tgtatatagc tattgaagaa 420 
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aacacaaafcg tattaatctg agtatatatt ttacatgtnt ttt 
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<210> 182 

<211> 4066 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: primer 
<220> 

<221> misc_feature 
<222> (1)..(4066) 

<223> fibroblast growth factor receptor 1 

(fms -related tyrosine kinase 2, pfeiffer syndrome) 
(FGFRl) gene. 

<400> 182 

cctcttgcgg ccacaggcgc ggcgtcctcg gcggcgggcg gcagctagcg ggagccggga 60 
cgccggtgca gccgcagcgc gcggaggaac ccgggtgtgc cgggagctgg gcggccacgt 120 
ccggacggga ccgagacccc tcgtagcgca ttgcggcgac ctcgccttcc ccggccgcga 180 
gcgcgccgct gcttgaaaag ccgcggaacc caa ggacttt tctccggtcc gagctcgggg 240 
cgccccgcag gcgcacggta cccgtgctgc agtcgggcac gccgcggcgc cgggggcctc 300 
cgcagggcga tggagccggt ctgcaaggaa agtgaggcgc cgccgctgcg ttctggagga 360 
ggggggcaca aggtctggag accccgggtg gcggacggga gccctccccc cgccccgcct 420 
ccggggcacc agctccggct ccattgttcc cgcccgggct ggaggcgccg agcaccgagc 480 
gccgccggga gtcgagcgcc ggccgcggag ctcttgcgac cccgccagga cccgaacaga 540 
gcccgggggc ggcgggccgg agccggggac gcgggcacac gcccgctcgc acaagccacg 600 
gcggactctc ccgaggcgga acctccacgc cgagcgaggg tcagtttgaa aag gaggatc 660 
gagctcactg tggagtatcc atggagatgt ggagccttgt caccaacctc taactgcaga 720 
actgggatgt ggagctggaa gtgcctcctc ttctgggctg tgctggtcac agccacactc 780 
tgcaccgcta ggccgtgccc gaccttgcct gaacaagccc agccctgggg agcccctgtg 840 
gaagtggagt ccttcctggt ccacccgggt g acctgctgc agttgcgctg tcggctgcgg 900 
gacgatgtgc agagcatcaa ctggctgcgg gacggggtgc agctggcgga aagcaaccgc 960 
acccgcatca caggggagga ggtggaggtg caggactccg tgcccgcaga ctccggcctc 1020 
tatgcttgcg taaccagcag cccctcgggc agtgacacca cctacttctc cgtcaatgtt 1080 
tcagatgctc tcccctcctc ggaggatgat gatgatgatg atgactcctc ttcagaggag 1140 
aaagaaacag ataacaccaa accaaaccgt atgcccgtag ctccatattg gacatcccca 1200 
gaaaagatgg aaaagaaatt gcatgcagtg ccggctgcca agacagtgaa gttcaaatgc 1260 
ccttccagtg ggaccccaaa ccccacactg cgctggttga aaaatgg caa agaattcaaa 1320 
cctgaccaca gaattggagg ctacaaggtc cgttatgcca cctggagcat cataatggac 1380 
tctgtggtgc cctctgacaa gggcaactac acctgcattg tggagaatga gtacggcagc 1440 
atcaaccaca cataccagct ggatgtcgtg gagcggtccc ctcaccggcc catcctgcaa 1500 
gcagggttgc ccgccaacaa a acagtggcc ctgggtagca acgtggagtt catgtgtaag 1560 
gtgtacagtg acccgcagcc gcacatccag tggctaaagc acatcgaggt gaatgggagc 1620 
aagattggcc cagacaacct gccttatgcc cagatcttga agactgctgg agttaatacc 1680 
accgacaaag agatggaggt gcttcactta agaaatgtct cctttgagga cgcaggggag 1740 
tatacgtgct tggcgggtaa ctctatcgga ctctcccatc actctgcatg gttgaccgtt 1800 
ctggaagccc tggaagagag gccggcagtg atgacctcgc ccctgtacct ggagatcatc 1860 
atctattgca caggggcctt cctcatctcc tgcatggtgg ggtcggtcat cgtctacaag 1920 
atgaagagtg gtaccaagaa gagtgacttc cacag ccaga tggctgtgca caagctggcc 1980 
aagagcatcc ctctgcgcag acaggtaaca gtgtctgctg actccagtgc atccatgaac 2040 
tctggggttc ttctggttcg gccatcacgg ctctcctcca gtgggactcc catgctagca 2100 
ggggtctctg agtatgagct tcccgaagac cctcgctggg agctgcctcg ggacagactg 2160 
gtcttaggca aacccctggg agagggctgc tttgggcagg tggtgttggc agaggctatc 2220 
gggctggaca aggacaaacc caaccgtgtg accaaagtgg ctgtgaagat gttgaagtcg 2280 
gacgcaacag agaaagactt gtcagacctg atctcagaaa tggagatgat gaagatgatc 2340 
gggaagcata agaatatcat caacctgctg ggggcctgca cgcaggatg g tcccttgtat 2400 
gtcatcgtgg agtatgcctc caagggcaac ctgcgggagt acctgcaggc ccggaggccc 2460 
ccagggctgg aatactgcta caaccccagc cacaacccag aggagcagct ctcctccaag 2520 
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gacctggtgt cctgcgccta ccaggtggcc cgaggcatgg agtatctggc ctccaagaag 2580 

gtgtggaacc tgaaggctcc cct ggtgcat acaccgagac ctggcagcca ggaatgtcct 264 0 

ggtgacagag gacaatgtga tgaagatagc agactttggc ctcgcacggg acattcacca 2700 

catcgactac tataaaaaga caaccaacgg ccgactgcct gtgaagtgga tggcacccga 27 60 

ggcattattt gaccggatct acacccacca gagtgatgtg tggtctttcg gggtgctcct 28 20 

gtgggagatc ttcactctgg gcggctcccc ataccccggt gtgcctgtgg aggaactttt 2880 

caagctgctg aaggagggtc accgcatgga caagcccagt aactgcacca acgagctgta 2940 

catgatgatg cgggactgct ggcatgcagt gccctcacag agacccacct tcaagcagct 3000 

ggtggaagac ctggaccgca tcgtggcctt gacctcc aac caggagtacc tggacctgtc 3060 

catgcccctg gaccagtact cccccagctt tcccgacacc cggagctcta cgtgctcctc 3120 

aggggaggat tcggtcttct ctcatgagcc gctgcccgag gagccctgcc tgccccgaca 3180 

cccagcccag cttgccaatg gcggactcaa acgccgctga ctgccaccca cacgccctcc 3240 

ccagactcca ccgtcagctg taaccctcac ccacagcctg ctgggcccac cacctgtccg 3300 

tccctgtccc ctttcctgct ggcaggagcc ggctgcctac caggggcctt cctgtgtggc 3360 

ctgccttcac cccactcagc tcacctctcc ctccacctcc tctccacctg ctggtgagag 3420 

gtgcaaagag gcagatcttt gctgccagcc acttcatccc ctcccagatg ttggaccaac 3480 

acccctccct gccacaggca ctgcctggag ggcagggagt gggagccaat gaacaggcat 3540 

gcaagtgaga gctttctgag ctttctcctg tcggtttggt ctgttttgcc ttcacccafca 3600 

agcccctcgc actctggtgg caggtgcttg tcctcagggc tacagcagta gggaggtcag 3660 

tgcttcgtgc ctcgattgaa ggtga cctct gccccagata ggtggtgcca gtggcttatt 3720 

aattccgata ctagtttgct ttgctgacca aatgcctggt accagaggat ggtgaggcga 3780 

aggccaggtt gggggcagtg ttgtgccctg tcccagccca aactgggggc tctgtatata 3840 

gctatgaaga aaacacaaag tgtataaatc tgagtatata tttacatgtc tttttaaaag 3900 

ggtcgttacc agagatttac ccatcgggta agatgctcct ggtggctggg aggcatcagt 3960 

tgctatatat taaaaacaaa aaagaaaaaa aaggaaaatg tttttaaaaa ggtcatatat 4020 

tttttgctac ttttgctgtt ttattttttt aaattatgtt ctaaac 4066 



<210> 183 
<211> 415 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 
<222> (1) . . (415) 

<223> 5' terminal sequence, protein phosphatase 2 

(formerly 2a), catalytic subunit, alpha isoform 
(PPP2CA) gene. 

<400> 183 

cagttatatc cctccatcac tagctggtga gctctagaca ccaacgtgag gccattggat 60 
tgattaaatg tctcagaaat atcttgccca aaggtgtaac cagctcctcg aggagatata 120 
ccccaaccac cacggtcatc tggatctgac cacagcaagt cacacattgg accctcatgg 180 

ggaacttctt gtaggcgatc aagtgctctg atatgatcca gtgtat ctat agatggcgag 240 
agaccaccat gtagacagaa gatctgccca tccaccaagg cagtgagagg aagatagtca 300 
aaaagatctg taaaatattt ccaaacattt ggcatttcca tattttctta aacattcatt 360 
ctaggaaacc ttaaacttgt gtgnatctgt cnggtcttct ggtttccctg gagga 415 



<210> 184 

<211> 2181 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 
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<220> 

<221> misc_feature 
<222> (1) . . (2181) 

<223> protein phosphatase 2 (formerly 2a), 

catalytic subunit, alpha isoform (PPP2CA) gene. 

<400> 184 

agagagccga gctctggagc ctcagcgagc ggaggaggag gcgcagggcc gacggccgag 50 
tactgcggtg agagccagcg ggccagcgcc agcctcaaca gccgccagaa gtacacgagg 120 
aaccggcggc ggcgtgtgcg tgtaggcccg tgtgcgggcg gcggcgcggg aggagcgcgg 180 
agcggcagcc ggctggggcg ggtggcatca tggacgagaa ggtgttcacc aa ggagctgg 240 
accagtggat cgagcagctg aacgagtgea agcagctgtc cgagtcccag gtcaagagcc 300 
tctgcgagaa ggctaaagaa atcctgacaa aagaatccaa cgtgcaagag gttcgatgtc 360 
cagttactgt ctgtggagat gtgcatgggc aatttcatga tctcatggaa ctgtttagaa 420 
ttggtggcaa atcaccagat acaaattact tgtttatggg agattatgtt gacagaggat 480 
attattcagt tgaaacagtt acactgcttg tagctcttaa ggttcgttac cgtgaacgca 540 
tcaccattct tcgagggaat catgagagca gacagatcac acaagtttat ggtttctatg 600 
atgaatgttt aagaaaatat ggaaatgcaa atgtttggaa atattttaca gatctttttg 660 
actatcttcc tctcactgcc ttggtggatg ggcagatctt ctgtctacat ggtggtctct 720 
cgccatctat agatacactg gatcatatca gagcacttga tcgcctacaa gaagttcccc 7 80 
atgagggtcc aatgtgtgac ttgctgtggt cagatccaga tgaccgtggt ggttggggta 840 
tatctcctcg aggagctggt tacacctttg ggcaagatat ttctgagaca tttaatcatg 900 
ccaatggcct cacgttggtg tctagagctc accagctagt gatggaggga tataactggt 960 
gccatgaccg gaatgtagta acgattttca gtgctccaaa ctattgttat cgttgtggta 1020 
accaagctgc aatcatggaa cttgacgata ctctaaaata ctctttcttg cagtttgacc 1080 
cagcacctcg tagaggcgag ccacatg tta ctcgtcgtac cccagactac ttcctgtaat 1140 
gaaattttaa acttgtacag tattgccatg aaccatatat cgacctaatg gaaatgggaa 1200 
gagcaacagt aactccaaag tgtcagaaaa tagttaacat tcaaaaaact tgttttcaca 1260 
tggaccaaaa gatgtgccat ataaaaatac aaagcctctt gtcatcaaca gccgtgacca 1320 
ctttagaatg aaccagttca ttgcatgctg aagcgacatt gttggtcaag aaaccagttt 1380 
ctggcatagc gctatttgta gttacttttg ctttctctga gagactgcag ataataagat 1440 
gtaaacatta acacctcgtg aatacaattt aacttccatt tagctatagc tttactcagc 1500 
atgactgtag ataaggatag cagcaaacaa tcattggagc ttaatgaaca tttttaaaaa 1560 
taattaccaa ggcctccctt ctacttgtga gttttgaaat tgttcttttt attttcaggg 1620 
ataccgttta atttaattat atgatttgtc tgcactcagt ttattcccta ctcaaatctc 1680 
agccccatgt tgttctttgt tattgtcaga acctggtgag ttgttttgaa cagaactgtt 1740 
ttttcccctt cctgtaagac gatgtgactg cacaagagca ctgcagtgtt tttcataata 1800 
aacttgtgaa ctaagaactg agaaggtcaa attttaattg tateaatggg caagactggt 1860 
gctgtttatt aaaaaagtta aatcaattga gtaaatttta gaatttgtag acttgtaggt 192 0 
aaaataaaaa tcaagggcac tacataacct ctctggtaac tccttgacat tctt cagatt 1980 
aacttcagga tttatttgta tttcacatat tacaatttgt cacattgttg gtgtgcactt 2040 
tgtgggttct tcctgcatat taacttgttt gtaagaaagg aaatctgtgc tgcttcagta 2100 
agacttaatt gtaaaaccat ataacttgag atttaagtct ttgggttgtg ttttaataaa 2160 
acagcatgtt ttcaggtaga g 2181 



<210> 185 

<211> 375 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) . . (375) 

<223> 5' terittinal sequence, homo sapiens, clone 

image -.4054156, mrna, partial cds (EST R55460) 
gene . 
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<400> 185 

cgaagaggat gaggaagagc tnctgctgct gcancaagag ctccaggccg ggctgcgcac 60 

caaggccctg attgtggatg agtcctgccg gcggtnacca tcttccaaca tagggatata 120 

cctccctcct tcttataact gaagatcctg gagcccggaa gattcag ggc agacagaccc 180 

tgataatgag cctggcaggg aagggcaacc aacatcttgt aacttgcttt ccccaccctg 240 

tttctggggg cagagcaatt gcccaatttc taccctaatc caaagtccct gggtgtnggt 300 

ggggttaaac gtgctggtgc atcctaggtc atccaagagt gaggcgccaa gttcctgagg 360 
aagggggcac agaac 375 



<210> 186 
<211> 542 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence .-primer 
<220> 

<221> misc_feature 
<222> (1) . . (542) 

<223> 3' terminal sequence, immunoglobulin kappa 
constant (IGKC) gene. 

<400> 186 

gcaaagattc acaatattta ttnattctcc tccaacatta gcataattaa agccaaggag 60 
gaggaggggg gtgaggtgaa agatgagctg gaggaccgca ataggggtag gtcccctgtg 120 
gaaaaagggt cagaggccaa aggatgggag ggggtcaggc tgganctgag gagcaggtgg 180 
gggcacttct ccc tctaaca ctctcccctg ttgaagctct ttgtgacggg cgagctcagg 240 
ccctgatggg tgacttcgca ggcgtagact ttgtgtttct cgtagtctgc tttgctcagc 300 
gtcagggtgc tgctgaggct ntagggtgct gtccttgctg tcctgctctg tgacactctc 360 
ctgggggant tacccnattt gggagggcgt tatccacctt ccactgtact ttggc ctctc 420 
tggggataga agttttttca gcaggcacac aacagaggca nttccagatt tncaactgct 480 
catcagatgg ccgggaagnt gaaggncagt nggtgcagcc acattncttt tgatccncca 54 0 
ct 542 



<210> 187 
<211> 296 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 

<220> 

<221> raisc_feature 
<222> (1) . . (296) 

<223> 5' terminal sequence, melanocortin 1 

receptor (alpha melanocyte stimulating hormone 
receptor) (MCIR) gene. 

<400> 187 

atcacctgca gctccatgct gtccagcctc tgcttcctgg gcgccatcgc gtggaccgct 60 
acatctccat cttctacgca ctgnctacca cagcatcgtg accctgccgc gggcgcgaag 120 
nccgttgcgg ccatctgggt ggccagtgtc gtcttcagca cgctcttcat cgcctactac ISO 
gaccacgtgg ccgtcctgct gtgcctcgtg gtcttcttcc tggctatgct ggtgctcatg 240 
gccgtgctgt acgtccacat gctggcccgg gcctgccagc acgcccaggg cattcg 296 



<210> 188 
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<211> 1270 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: primer 

<220> 

<221> misc_feature 
<222> (1) . . (1270 ) 

<223> melanocortin 1 receptor (alpha melanocyte 
stimulating hormone receptor) (MCIR) gene. 

<400> 188 

ggagagggtg tgagggcaga tctgggggtg cccagatgga aggaggcagg catgggggac 60 
acccaaggcc ccctggcagc accatgaact aagcaggaca cctggagggg aagaactgtg 120 
gggacctgga ggcctccaac gactccttcc tgcttcctgg acaggactat ggctgtgcag 180 
ggatcccaga gaagacttct gggctccctc aactccaccc ccacagccat cccccagctg 240 
gggctggctg ccaaccagac aggagcccgg tgcctggagg tgtccatctc tgacgggctc 300 
ttcctcagcc tggggctggt gagcttggtg gagaacgcgc tggtggt ggc caccatcgcc 360 
aagaaccgga acctgcactc acccatgtac tgcttcatct gctgcctggc cttgtcggac 420 
ctgctggtga gcgggagcaa cgtgctggag acggccgtca tcctcctgct ggaggccggt 480 
gcactggtgg cccgggctgc ggtgctgcag cagctggaca atgtcattga cgtgatcacc 540 
tgcagctcca tgctgtccag octet gcttc ctgggcgcca tcgccgtgga ccgctacatc 600 
tccatcttct acgcactgcg ctaccacagc atcgtgaccc tgccgcgggc gcggcaagcc 660 
gttgcggcca tctgggtggc cagtgtcgtc ttcagcacgc tcttcatcgc ctactacgac 720 
cacgtggccg tcctgctgtg cctcgtggtc ttcttcctgg ctatgctggt gctcatggcc 780 
gtgctgtacg tccacatgct ggcccgggcc tgccagcacg cccagggcat cgcccggctc 840 
cacaagaggc agcgcccggt ccaccagggc tttggcctta aaggcgctgt caccctcacc 900 
atcctgctgg gcattttctt cctctgctgg ggccccttct tcctgcatct cacactcatc 960 
gtcctctgcc ccgagcaccc cacgtgcgqc tgcatcttca agaac ttcaa cctctttctc 1020 
gccctcatca tctgcaatgc catcatcgac cccctcatct acgccttcca cagccaggag 1080 
ctccgcagga cgctcaagga ggtgctgaca tgctcctggt gagcgcggtg cacgcgcttt 1140 
aagtgtgctg ggcagaggga ggtggtgata ttgtgtggtc tggttcctgt gtgaccctgg 1200 
gcagttcctt acctccctgg tccccgtttg tcaaagagga tggactaaat gatctctgaa 1260 
agtgttgaag 1270 



<210> 189 
<211> 336 
<212> DMA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) . . (336) 

<223> 3' terminal sequence, neuregulin 1 (NRGl) 
gene . 

<400> 189 

ccaanaccaa atccgagccc ttggaccaaa ctcgcctgcg ccgagagccg tccgcgtaga 60 

gcctccgtct ccggcgagat gtccgagcgc aaagaaggca gaggcaaagg gaagggcaag 120 

aagaaggagc gaggctcgnc a agaagccgg ntccgcgggc ggngcagcag gagcccagcc 180 

ttgcctcccc aattnaaaga gatgaaaagc caggaatcgg ctgcaggttc caaactagtc 240 

cttcggtgtg aaaccagttc tgaatactcc tctctcagat tcaagtggtt caagaatggg 300 
gaatgaattg aatcgaaaaa nncannccac aaaatt 336 
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<210> 190 

<211> 366 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) . . (366) 

<223> 5' terminal sequence, neuregulin 1 (NRGl) 
gene . 



<400> 190 

tctcaacaat atgctcactg gaga tgacgt ttttagatac gtattgattc accagctgga 60 
cattctcggg gggtnggtta ggatggtgag gcccattggc aatgttcatc atattgtttc 120 
gttcagaccg aagctctgcc agagacggtc atgcagcttt ttccgctgtt tcttggtttt 180 
gcagtaggcc accacacaca tgatgccgac cacaaggagg gcgatgcaga tgccggttat 240 
ggtcagcact ctcttctggt acagctcctn cgcctncata aattcaatnc caagatgctt 300 
gtagaagctg gccattnacg tagttttttg gcagcgattc accagtaaaa cttcatttng 360 
gggcac 366 



<210> 191 

<211> 2490 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 

<222> (1)..(2490) 

<223> neuregulin 1 (NRGl) gene. 



<400> 191 

gtggctgcgg ggcaattgaa aaagagccgg cgaggagttc cccgaaactt gttggaactc 60 
cgggctcgcg cggaggccag gagctgag eg gcggcggctg ccggacgatg ggagcgtgag 120 
caggacggtg ataacctctc cccgatcggg ttgcgagggc gccgggcaga ggccaggacg 180 
cgagccgcca gcggcgggac ccatcgacga cttcccgggg cgacaggagc agccccgaga 240 
gccagggcga gcgcccgttc caggtggccg gaccgcccgc cgcgtccgcg ccgcgctccc 300 
tgcaggcaac gggagacgcc cccgcgcagc gcgagcgcct cagcgcggcc gctcgctctc 360 
cccatcgagg gacaaacttt tcccaaaccc gatccgagcc cttggaccaa actcgcctgc 420 
gccgagagcc gtccgcgtag agcgctccgt ctccggcgag atgtccgagc gcaaagaagg 480 
cagaggcaaa gggaagggca agaagaagga gcgaggctcc ggcaagaa gc cggagtccgc 540 
ggcgggcagc cagagcccag ccttgcctcc ccaattgaaa gagatgaaaa gccaggaatc 600 
ggctgcaggt tccaaactag tccttcggtg tgaaaccagt tctgaatact cctctctcag 650 
attcaagtgg ttcaagaatg ggaatgaatt gaatcgaaaa aacaaaccac aaaatatcaa 720 
gatacaaaaa aagccaggga agtcag aact tcgcattaac aaagcatcac tggctgattc 780 
tggagagtat atgtgcaaag tgatcagcaa attaggaaat gacagtgcct ctgccaatat 840 
caccatcgtg gaatcaaacg agatcatcac tggtatgcca gcctcaactg aaggagcata 900 
tgtgtcttca gagtctccca ttagaatatc agtatccaca gaaggagcaa atacttcttc 950 
atctacatct acatccacca ctgggacaag ccatcttgta aaatgtgcgg agaaggagaa 1020 
aactttctgt gtgaatggag gggagtgctt catggtgaaa gacctttcaa acccctcgag 1080 
atacttgtgc aagtgcccaa atgagtttac tggtgatcgc tgccaaaact acgtaatggc 1140 
cagcttctac aaggcggagg agctgtacca gaagagagtg ctg accataa ccggcatctg 1200 
catcgccctc cttgtggtcg gcatcatgtg tgtggtggcc tactgcaaaa ccaagaaaca 1260 
gcggaaaaag ctgcatgacc gtcttcggca gagccttcgg tctgaacgaa acaatatgat 1320 
gaacattgcc aatgggcctc accatcctaa cccacccccc gagaatgtcc agctggtgaa 1380 



BNSDOCID <WO^ 0246167A2 I > 



wo 02/46467 



PCT/IBO 1/02811 



tcaatacgta tctaaaaa eg tcatctccag 
atccttttcc accagtcact atacttccac 
tcctagccac agctggagca acggacacac 
aatcgtgatg tcatccgtag aaaacagtag 
acgtcttaat ggcacaggag gccctcgtga 
aacccctgat tcctaccgag actctcctca 
cccggctcgt atgtcacctg tagatttcca 
ggaaatgtct ccacccgtgt ccagcatgac 
cttcatggaa gaagagagac ctctacttct 
gtttgaccat caccctcagc agttcagctc 
cagcctccct gctagcccct tgaggatagt 
gtacgagcca gcccaagagc ctgttaagaa 
caagcccaat ggccacattg ctaacagatt 
cagtaactca gagagtgaaa cagaagatga 
catacagaac cccctggcag ccagtcttga 
caggactaac ccagcaggcc gcttctcgac 
tgtaattgct aaccaagacc ctattgctgt 
tgtaaaactt tattttatat aataaagtat 
ttagcagttc tgcaaataaa aaaaaaaaaa 



125/292 

tgagcatatt gttgagagag aagcagagac 1440 
agcccatcac tccactactg tcacccagac 1500 
tgaaagcatc ctttccgaaa gccactctgt 1560 
gcacagcagc ccaactgggg gcccaag agg 1620 
atgtaacagc ttcctcaggc atgccagaga 1580 
tagtgaaagg tatgtgtcag ccatgaccac 17 4 0 
cacgccaagc tcccccaaat cgcccccttc 1800 
g gtgtccaag ccttccatgg cggtcagccc 1860 
cgtgacacca ccaaggctgc gggagaagaa 1920 
cttccaccac aaccccgcgc atgacagtaa 1980 
ggaggatgag gagtatgaaa cgacccaaga 2040 
actcgccaat agccggcggg ccaaaagaac 2100 
ggaagtggac agcaacacaa gctcccagag 2160 
aagagtaggt gaagatacgc ctttcctggg 2220 
ggcaacacct gcctt ccgcc tggctgacag 2280 
acaggaagaa atccaggcca ggctgtctag 2340 
ataaaaccta aataaacaca tagattcacc 2400 
tccaccttaa attaaacaat ttattttatt 2460 

2490 



<210> 192 
<211> 453' 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 
<222> (1) . . (453) 

<223> 5' terminal sequence, ciliary neurotrophic 
factor receptor (CNTFR) gene. 

<400> 192 

cagatgctac gccgggaagg agtacattat ccaggtggca gccaaggaca atnagattgg 60 
gacatggagt gactggagcg taccgcccac gctacgccct ggactgagga accgcgacac 120 
ctcaccacgg aggcccaggc tgcggagacc acgaccagca ccaccagctc cctggcaccc 180 
ccacctacca cgaagatctg tgaccctggg gagctgggca gcggcggggg accctcggca 240 
cccttcttgg tcagcgtccc catcactctg gccctggctg ncgctgccgc cactgccagc 300 
agtctcttga tctgagcccg gcaccccatg aggacatgca gagcacctgc agaggancag 360 
gaggccggag cttgagcctt gtagaccccg gtttctattt t ncacacggg caggaggant 420 
ttttgcattn tttttnagac acaatttttt gga 453 



<210> 193 

<211> 1555 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence :primer 

<220> 

<221> misc_feature 
<222> (1) . . (1566) 

<223> ciliary neurotrophic factor receptor (CNTFR) 
gene . 

<400> 193 
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gcggcggcag cggaggcggc ggctccagcc ggcgcggcgc gaggctcggc ggtgggatcc 60 

ggcgggcggt gctagctccg cgctccctgc ctcgctcgct gccgggggcg gtcggaaggc 120 

gcggcgcgaa gcccgggtgg cccgagggcg cgactct age cttgtcacct catcttgccc 180 

ccttggtttt ggaagtcctg aagagttggt ctggaggagg aggaggacat tgatgtgctt 240 

ggtgtgtggc cagtggtgaa gagatggctg ctcctgtccc gtgggcctgc tgtgctgtgc 300 

ttgccgccgc cgccgcagtt gtctacgccc agagacacag tccacaggag gcaccccatg 360 

tgcagtacga gcgcctgggc tctgacgtga cactgccatg tgggacagca aactgggatg 420 

ctgcggtgac gtggcgggta aatgggacag acctggcccc tgacctgctc aacggctctc 480 

agctggtgct ccatggcctg gaactgggcc acagtggcct ctacgcctgc ttccaccgtg 540 

actcctggca cctgcgccac caagtcctgc tgcatgtggg cttgccgccg cgggagc ctg 600 

tgctcagctg ccgctccaac acttacccca agggcttcta ctgcagctgg catctgccca 660 

cccccaccta cattcccaac accttcaatg tgactgtgct gcatggctcc aaaattatgg 720 

tctgtgagaa ggacccagcc ctcaagaacc gctgccacat tcgctacatg cacctgttct 780 

ccaccatcaa gtacaaggtc tccataagtg tcagc aatgc cctgggccac aatgccacag 840 

ctatcacctt tgacgagttc accattgtga agcctgatcc tccagaaaat gtggtagccc 900 

ggccagtgcc cagcaaccct cgccggctgg aggtgacgtg gcagaccccc tcgacctggc 960 

ctgaccctga gtcttttcct ctcaagttct ttctgcgcta ccgacccctc atcctggacc 1020 

agtggcagca tgtggagctg tccgacggca cagcacacac catcacagat gcctacgccg 1080 

ggaaggagta cattatccag gtggcagcca aggacaatga gattgggaca tggagtgact 1140 

ggagcgtagc cgcccacgct acgccctgga ctgaggaacc gcgacacctc accacggagg 1200 

cccaggctgc ggagaccacg accagcacca ccagctccct ggcaccccca c ctaccacga 1260 

agatctgtga ccctggggag ctgggcagcg gcgggggacc ctcggcaccc ttcttggtca 1320 

gcgtccccat cactctggcc ctggctgccg ctgccgccac tgccagcagt ctcttgatct 1380 

gagcccggca ccccatgagg acatgcagag cacctgcaga ggagcaggag gccggagctg 14 40 

agcctgcaga ccccggtttc tatttt gcac acgggcagga ggaccttttg cattctcttc 1500 

agacacaatt tgtggagacc ccggcgggcc cgggcctgcc gccccccagc cctgccgcac 1560 
caagct 15g6 



<210> 194 
<211> 349 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 
<222> (1) . . (349) 

<223> 5' terminal sequence, angiogenin, 

ribonuclease, rnase a family, 5 (ANG) gene. 

<400> 194 

ccgtgtacac acactcacac aaggacgcca accccaccta gatgcaaaga ggattcaaaa 60 
gaacatcttt gcgttttcta ccggctcccc atcatcgtac tagggaggaa gaagcgggtg 120 
agaaacaaaa cttctttcca ttgtcctgcc cgtttctgcg gacttgttct gaggccgagg 180 

agcctgtgtt ggaagagatg gtgatgggcc tgggcgtttt gttgttggtc ttcgtgctgg 240 
gtctgggtct gaccccaccg accctggctc aggataactn c aggtacaca cacttcctga 300 
cccagcacta tgatgccaaa ccacagggcc ngggatgaca gatactgtg 349 



<210> 195 

<211> 729 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 
<220> 
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<221> misc_feature 
<222> (1) . . (729) 

<223> angiogenin, ribonuclease , rnase a family, 5 
(ANG) gene. 

<400> 195 

atgatgccgt gtcagagagc aaagctcctg tccttttggc ctaatttggt gatgctgttc 60 
ttgggtctac cacacctcct tttgccctcc gcaggagcct gtgttggaag agatggtgat 120 
gggcctgggc gttttgttgt tggtcttcgt gctg ggtctg ggtctgaccc caccgaccct 180 
ggctcaggat aactccaggt acacacactt cctgacccag cactatgatg ccaaaccaca 240 
gggccgggat gacagatact gtgaaagcat catgaggaga cggggcctga cctcaccctg 300 
caaagacatc aacacattta ttcatggcaa caagcgcagc atcaaggcca tctgtgaaaa 360 
caagaatgga aaccctcaca gagaaaacct aagaataagc aagtcttctt tccaggtcac 420 
cacttgcaag ctacatggag gttccccctg gcctccatgc cagtaccgag ccacagcggg 480 
gttcagaaac gttgttgttg cttgtgaaaa tggcttacct gtccacttgg atcagtcaat 540 
tttccgtcgt ccgtaaccag cgggcccctg gtcaagtgct ggctctgctg tcct tgcctt 600 
ccatttcccc tctgcaccca gaacagtggt ggcaacattc attgccaagg gcccaaagaa 660 
agagctacct ggaccttttg ttttctgttt gacaacatgt ttaataaata aaaatgtctt 720 
gatatcagt 729 



<210> 196 
<211> 452 
<212> DNA 

<213> Artificial Sequence 

<220> 

<22 3> Description of Artificial Sequence: primer 

<220> 

<221> misc_feature 
<222> (1) . . (452) 

<223> 3' terminal sequence, endoglin 

(osier -rendu-weber syndrome 1) (ENG) gene. 

<400> 196 

ngttactcca gccttggacc ggggctgcca ctt ggagagn cgtggcgacc acaaggaggc 60 
gcacatcctg agggtcctgc cgggccactc ggcgggcccc ggacggttga cggtgaaggt 120 
ggaactgagc tgcgcacccg gggatctcga tgccgtcctc atcctgcagg gtccccccta 180 
cgtgtcctgg ctcatcgacg ccaaccacaa catgcagatc tggaccactg gagaatactc 240 
cttcaagatc tttccagaga aaaacattcg tggcttcaag ctcccagaca cacctcaagg 300 
cctcctgggg ggacgcgngn atgcttcaat gccagcattg tggcatcctt cgtgggagct 360 
taccgctggg ccagcattgt cttnatttca ttgccttcca gcttgcggtt gttagggttg 420 
cagaccttaa cccgnaccgt ttccagacca tt 4 5: 



<210> 197 
<211> 379 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 
<222> (1) . . (379) 

<223> 5' terminal sequence, endoglin 

(osier -rendu-weber syndrome 1) (ENG) gene. 

<400> 197 
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aggacgaggc ctttgcttgt gcaaccagac aggtcagggc tgatgatgtt caagcgcatg 60 
aagacagtcc tatggcttcc tggtcttgag acccggtctt gggacgcagg gctaccgtgc 120 
agctgagggt gccggttttg ggtatgggta ctgtgtagaa gtggaggagg aagctgaagc_ 180 
gcgggtcacc ctcggggctt ggggacagca ggct cacaca gttgcccttg gccgcccggc 240 
cctgggatga gttccacggt gcctccctca ggccccaagt ccagggtggc agctgtctaa 300 
ctggagcagg aactcggaga cggatgggga cantctgacc tgcacaaagc ttttnttgcc 360 
ccggcttcga tggtgtttt 379 



<210> 198 

<211> 3142 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) . . (3142) 

<223> endoglin (osier -rendu-weber syndrome 1) 
(ENG) gene. 

<400> 198 

cctgggccgg ccgggctgga tgagccgg ga gctccctgct gccggtcata ccacagcctt 60 
catctgcgcc ctggggccag gactgctgct gtcactgcca tccattggag cccagcaccc 120 
cctccccgcc catccttcgg acagcaactc cagcccagcc ccgcgtccct gtgtccactt 180 
ctcctgaccc ctcggccgcc accccagaag gctggagcag ggacgccgtc gctccggccg 240 
cctgctcccc tcgggtcccc gtgcgagccc acgccggccc cggtgcccgc ccgcagccct 300 
gccactggac acaggataag gcccagcgca caggccccca cgtggacagc atggaccgcg 350 
gcacgctccc tctggctgtt gccctgctgc tggccagctg cagcctcagc cccacaagtc 420 
ttgcagaaac agtccattgt gaccttcagc ctgtgggccc cgagagggg c gaggtgacat 480 
ataccactag ccaggtctcg aagggctgcg tggctcaggc ccccaatgcc atccttgaag 540 
tccatgtcct cttcctggag ttcccaacgg gcccgtcaca gctggagctg actctccagg 600 
catccaagca aaatggcacc tggccccgag aggtgcttct ggtcctcagt gtaaacagca 660 
gtgtcttcct gcatctccag gccctgg gaa tcccactgca cttggcctac aattccagcc 720 
tggtcacctt ccaagagccc ccgggggtca acaccacaga gctgccatcc ttccccaaga 780 
cccagatcct tgagtgggca gctgagaggg gccccatcac ctctgctgct gagctgaatg 840 
acccccagag catcctcctc cgactgggcc aagcccaggg gtcactgtcc ttctgcatgc 900 
tggaagccag ccaggacatg ggccgcacgc tcgagtggcg gccgcgtact ccagccttgg 960 
tccggggctg ccacttggaa ggcgtggccg gccacaagga ggcgcacatc ctgagggtcc 1020 
tgccgggcca ctcggccggg ccccggacgg tgacggtgaa ggtggaactg agctgcgcac 1080 
ccggggatct cgatgccgtc ctcatcctgc agggtccccc ctacg tgtcc tggctcatcg 1140 
acgccaacca caacatgcag atctggacca ctggagaata ctccttcaag atctttccag 1200 
agaaaaacat tcgtggcttc aagctcccag acacacctca aggcctcctg ggggaggccc 1260 
ggatgctcaa tgccagcatt gtggcatcct tcgtggagct accgctggcc agcattgtct 1320 
cacttcatgc ctccagctgc ggtggtaggc tgcagacctc acccgcaccg atccagacca 1380 
ctcctcccaa ggacacttgt agcccggagc tgctcatgtc cttgatccag acaaagtgtg 1440 
ccgacgacgc catgaccctg gtactaaaga aagagcttgt tgcgcatttg aagtgcacca 1500 
tcacgggcct gaccttctgg gaccccagct gtgaggcaga ggacaggggt gacaagttt g 1560 
tcttgcgcag tgcttactcc agctgtggca tgcaggtgtc agcaagtatg atcagcaatg 1620 
aggcggtggt caatatcctg tcgagctcat caccacagcg gaaaaaggtg cactgcctca 1680 
acatggacag cctctctttc cagctgggcc tctacctcag cccacacttc ctccaggcct 1740 
ccaacaccat cgagccgggg cagcagagct ttg tgcaggt cagagtgtcc ccatccgtct 1800 
ccgagttcct gctccagtta gacagctgcc acctggactt ggggcctgag ggaggcaccg 1860 
tggaactcat ccagggccgg gcggccaagg gcaactgtgt gagcctgctg tccccaagcc 1920 
ccgagggtga cccgcgcttc agcttcctcc tccacttcta cacagtaccc atacccaaaa 1980 
ccggcaccct cagctgcacg gtagccctgc gtcccaagac cgggtctcaa gaccaggaag 2040 
tccataggac tgtcttcatg cgcttgaaca tcatcagccc tgacctgtct ggttgcacaa 2100 
gcaaaggcct cgtcctgccc gccgtgctgg gcatcacctt tggtgccttc ctcatcgggg 2160 
ccctgctcac tgctgcactc tggtacatct actcgcacac gcgtgag tac cccaggcccc 2220 
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cacagtgagc atgccgggcc cctccatcca 
attgaggggc cctggcagga ccctgacctc 
cccccagcaa gcgggagccc gtggtggcgg 
gcaccaacca cagcatcggg a gcacccaga 
agccccggcc ccccgcgctc gcccagcagg 
tggtgtgaac tcaccctggg agccagtcct 
gcgcctaccc ttcccgcctc cctctcagag 
acaccttggg gtccctccac cccacagaac 
cccaggagac agaccacttg ccacgctgtt 
tggatccagc actggtgaac tgagctgggc 
cagcccagcc aggccaacag cacctccccg 
cacctggatc tatccctgcg gcctccacac 
acaggagcct agcggagccc agcctgggag 
ggagcctagc tcctgccaca tggagccccc 
gtagccaagc tgcttgtcct gggcctgccc 
tgaaacctga aaaaaaaaaa aa 



cccgggggag cccagtgaag cctctgaggg 2280 
cgcccctgcc cccgctcccg ctcccaggtt 2340 
tggctgcccc ggcctcctcg gagagcagca 2400 
gcacccGctg ctccaccagc agcatggcat 2460 
agagactgag cagccgccag ctgggagcac 2520 
ccactcgacc cagaatggag cctgctctcc 2580 
gcctgctgcc agtgcagcca ctggcttgga 2640 
cttcaaccca gtgggtctgg gatatggctg 2700 
gtaaaaaccc aagtccctgt catttgaacc 27 60 
aggaagggag aacttgaaac agattcaggc 2820 
ctggg aagag aagagggccc agcccagagc 2880 
ctgaacttgc ctaactaact ggcaggggag 2940 
cccagagggt ggcaagaaca gtgggcgttg 3000 
tctgccggtc gggcagccag cagaggggga 3060 
ctgtgtattc accaccaata aatcagacca 3120 

3142 



<210> 199 
<211> 402 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> niisc_feature 
<222> (1) . . (402) 

<223> 3' terminal sequence, epidermal growth 
factor {beta -urogastrone) (EGF) gene. 



<400> 199 

tatgtttttg gtgattttat ttaaataatt agaagaaatt catcgttgtc tataatgaaa 60 

acaaatcagg caatttactt acaatcttgt aactgaaaat acatacaaa t tctgtgcaat 120 
cacaccaaga gggaaaattc tgtaggggaa aaggacagta atgactaaga aactccgaag 180 
cctcctgtgt aatattttaa aaataaaatg ttttcattca aatattttaa aaaataagcc 240 
atctaattct gaagaaatca gtttctaaat tacatttttc attgattcat cacaactcat 300 
tttgcaaaat catcagcatg gaccacg oca atgaggagtt aaatgcctac actgtatctt 360 
aacggtattg taatattcca atcatttcat gaaactgata ta 402 



<210> 200 

<211> 4877 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> {1) . . (4877) 

<223> epidermal growth factor (beta -urogastrone) 
(EGF) gene. 

<400> 200 

actgttggga gaggaatcgt atctccatat ttcttctttc agccccaatc caagggttgt 50 
agctggaact ttccatcagt tcttcctttc tttttcctct ctaagccttt gccttgctct 120 
gtcacagtga agtcagcca g agcagggctg ttaaactctg tgaaatttgt cataagggtg 180 
tcaggtattt cttactggct tccaaagaaa catagataaa gaaatctttc ctgtggcttc 240 
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ccttggcagg ctgcattcag aaggtctctc agttgaagaa agagcttgga ggacaacagc 300 
acaacaggag agtaaaagat gccccagggc tgaggcctcc gctcaggcag ccgcatctgg 360 
ggtcaatcat actcaccttg cccgggccat gctccagcaa aatcaagctg ttttcttttg 420 
aaagttcaaa ctcatcaaga ttatgctgct cactcttatc attctgttgc cagtagtttc 480 
aaaatttagt tttgttagtc tctcagcacc gcagcactgg agctgtcctg aaggtactct 540 
cgcaggaaat gggaattcta cttgtgtggg- tcctgcacc c ttcttaattt tctcccatgg 600 
aaatagtatc tttaggattg acacagaagg aaccaattat gagcaattgg tggtggatgc 660 
tggtgtctca gtgatcatgg attttcatta taatgagaaa agaatctatt gggtggattt 720 
agaaagacaa cttttgcaaa gagtttttct gaatgggtca aggcaagaga gagtatgtaa 780 
tatagagaaa aatgttt ctg gaatggcaat aaattggata aatgaagaag ttatttggtc 840 
aaatcaacag gaaggaatca ttacagtaac agatatgaaa ggaaataatt cccacattct 900 
tttaagtgct ttaaaatatc ctgcaaatgt agcagttgat ccagtagaaa ggtttatatt 960 
ttggtcttca gaggtggctg gaagccttta tagagcagat ctcgatggtg tgggagtga a 1020 
ggctctgttg gagacatcag agaaaataac agctgtgtca ttggatgtgc ttgataagcg 1080 
gctgttttgg attcagtaca acagagaagg aagcaattct cttatttgct cctgtgatta 1140 
tgatggaggt tctgtccaca ttagtaaaca tccaacacag cataatttgt ttgcaatgtc 1200 
cctttttggt gaccgtatct tctattcaac atg gaaaatg aagacaattt ggatagccaa 1260 
caaacacact ggaaaggaca tggttagaat taacctccat tcatcatttg taccacttgg 1320 
tgaactgaaa gtagtgcatc cacttgcaca acccaaggca gaagatgaca cttgggagcc 1380 
tgagcagaaa ctttgcaaat tgaggaaagg aaactgcagc agcactgtgt gtgggcaaga 1440 
cctccagtca cacttgtgca tgtgtgcaga gggatacgcc ctaagtcgag accggaagta 1500 
ctgtgaagat gttaatgaat gtgctttttg gaatcatggc tgtactcttg ggtgtaaaaa 1560 
cacccctgga tcctattact gcacgtgccc tgtaggattt gttctgcttc ctgatgggaa 1620 
acgatgtcat caacttgttt cctgtccacg caatgtgtct gaatgca gcc atgactgtgt 1680 
tctgacatca gaaggtccct tatgtttctg tcctgaaggc tcagtgcttg agagagatgg 1740 
gaaaacatgt agcggttgtt cctcacccga taatggtgga tgtagccagc tctgcgttcc 1800 
tcttagccca gtatcctggg aatgtgattg ctttcctggg tatgacctac aactggatga 1860 
aaaaagctgt gcagcttcag g accacaacc atttttgctg tttgccaatt ctcaagatat 1920 
tcgacacatg cattttgatg gaacagacta tggaactctg ctcagccagc agatgggaat 198 0 
ggtttatgcc ctagatcatg accctgtgga aaataagata tactttgccc atacagccct 2040 
gaagtggata gagagagcta atatggatgg ttcccagcga gaaaggctta ttgaggaagg 2100 
agtagatgtg ccagaaggtc ttgctgtgga ctggattggc cgtagattct attggacaga 2160 
cagagggaaa tctctgattg gaaggagtga tttaaatggg aaacgttcca aaataatcac 2220 
taaggagaac atctctcaac cacgaggaat tgctgttcat ccaatggcca agagattatt 2260 
ctggactgat acagggatta atccacgaat tgaaa gttct tccctccaag gccttggccg 2340 
tctggttata gccagctctg atctaatctg gcccagtgga ataacgattg acttcttaac 2400 
tgacaagttg tactggtgcg atgccaagca gtctgtgatt gaaatggcca atctggatgg 2460 
ttcaaaacgc cgaagactta cccagaatga tgtaggtcac ccatttgctg tagcagtgtt 2520 
tgaggattat gtgtggttct cagattgggc tatgccatca gtaataagag taaacaagag 2580 
gactggcaaa gatagagtac gtctccaagg cagcatgctg aagccctcat cactggttgt 2640 
ggttcatcca ttggcaaaac caggagcaga tccctgctta tatcaaaacg gaggctgtga 2700 
acatatttgc aaaaagaggc ttggaactgc ttggtgttcg tgtcgtgaa g gttttatgaa 2760 
agcctcagat gggaaaacgt gtctggctct ggatggtcat cagctgttgg caggtggtga 2820 
agttgatcta aagaaccaag taacaccatt ggacatcttg tccaagacta gagtgtcaga 2880 
agataacatt acagaatctc aacacatgct agtggctgaa atcatggtgt cagatcaaga 2940 
tgactgtgct cctgtgggat gca gcatgta tgctcggtgt atttcagagg gagaggatgc 3000 
cacatgtcag tgtttgaaag gatttgctgg ggatggaaaa ctatgttctg atatagatga 3060 
atgtgagatg ggtgtcccag tgtgcccccc tgcctcctcc aagtgcatca acaccgaagg 3120 
tggttatgtc tgccggtgct cagaaggcta ccaaggagat gggattcact gtcttgatat 31 80 
tgatgagtgc caactggggg tgcacagctg tggagagaat gccagctgca caaatacaga 3240 
gggaggctat acctgcatgt gtgctggacg cctgtctgaa ccaggactga tttgccctga 3300 
ctctactcca ccccctcacc tcagggaaga tgaccaccac tattccgtaa gaaatagtga 3360 
ctctgaatgt cccctgtccc acgatgggta ctgcctc cat gatggtgtgt gcatgtatat 3420 
tgaagcattg gacaagtatg catgcaactg tgttgttggc tacatcgggg agcgatgtca 3480 
gtaccgagac ctgaagtggt gggaactgcg ccacgctggc cacgggcagc agcagaaggt 3540 
catcgtggtg gctgtctgcg tggtggtgct tgtcatgctg ctcctcctga gcctgtgggg 3600 
ggcccactac tacaggactc agaagctgct atcgaaaaac ccaaagaatc cttatgagga 3660 
gtcgagcaga gatgtgagga gtcgcaggcc tgctgacact gaggatggga tgtcctcttg 3720 
ccctcaacct tggtttgtgg ttataaaaga acaccaagac ctcaagaatg ggggtcaacc 3780 
agtggctggt gaggatggcc aggcagcaga tgggtcaatg caaccaactt catggaggca 3840 
ggagccccag ttatgtggaa tgggcacaga gcaaggctgc tggattccag tatccagtga 3900 
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taagggctcc tgtccccagg taatggagcg aagctttcat atgccctcct atgggacaca 3960 
gacccttgaa gggggtgtcg agaagcccca ttctctccta tcagctaacc cattatggca 4020 
acaaagggcc ctggacccac cacac caaat ggagctgact cagtgaaaac tggaattaaa 4080 
aggaaagtca agaagaatga actatgtcga tgcacagtat cttttctttc aaaagtagag 4140 
caaaactata ggttttggtt ccacaatctc tacgactaat cacctactca atgcctggag 4200 
acagatacgt agttgtgctt ttgtttgctc ttttaagcag tctcactgca gtcttatttc 4260 
caagtaagag tactgggaga atcactaggt aacttattag aaacccaaat tgggacaaca 4320 
gtgctttgta aattgtgttg tcttcagcag tcaatacaaa tagatttttg tttttgttgt 4380 
tcctgcagcc ccagaagaaa ttaggggtta aagcagacag tcacactggt ttggtcagtt 4440 
acaaagtaat ttctttgatc tggacagaac atttatatc a gtttcatgaa atgattggaa 4 500 
tattacaata ccgttaagat acagtgtagg catttaactc ctcattggcg tggtccatgc 4560 
tgatgatttt gccaaaatga gttgtgatga atcaatgaaa aatgtaattt agaaactgat 4620 
ttcttcagaa ttagatggcc ttatttttta aaatatttga atgaaaacat tttattttta 4680 
aaatattaca caggaggcct tcggagtttc ttagtcatta ctgtcctttt cccctacaga 4740 
attttccctc ttggtgtgat tgcacagaat ttgtatgtat tttcagttac aagattgtaa 4800 
gtaaattgcc tgatttgttt tcattataga caacgatgaa tttcttctaa ttatttaaat 4860 
aaaatcacca aaaacat 4877 



<210> 201 
<211> 153 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) . . (153) 

<223> 3' terminal sequence, hmtl (hnrnp 

methyltransferase, s. cerevisiae) -like 1 (HRMTILI) 
gene . 

<400> 201 

attagacctc acattaggga aaacatcaaa atgantoacg cacgaccctt gagatcctga 60 
ggttggccca gccgagcccg tgctcagaag ccccccagct ccggccccca gctgcccgca 120 
cgcccgccct caccagcagg caggtcccca tec 153 



<210> 202 
<211> 472 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 
<222> (1) . . (472} 

<223> 5' terminal sequence, hmtl (hnrnp 

methyltransferase, s. cerevisiae) -like 1 (HRMTILI) 
gene. 

<400> 202 

agtgaatcgc agggagaaga gcctgctgag tncagtgagg cgggtctcct gcaggaggga 60 
gtacagccag aggagtttgt ggccatcgcg gactacgctg ccaccgatga gacccagctc 120 
agttttttga gaggagaaaa aattcttatc ctgagacaaa ccactgcaga ttggtggtgg 180 
ggtgagcgtg cgggctgctg tgggtacatt c cggcaaacc atgtggggaa gcacgtggat 240 
gagtacgacc ccgaggacac gtggcaggat gaagagtact tcggcagcta tggaactctg 300 
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aaactccact tgggagatgt tggcagacca gccacgaaca actaaatacc acagtgttca 360 
ttcctgncag gaattaaaga atccctgnac ggnttaaagt tcttccnggg acgtggggct 420 
gtggggattt gggatccntc agtctcttnt tgttgcacat tttgcgtggc nt 472 



<210> 203 

<211> 2093 

<212> DMA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) . . (2093) 

<223> hmtl (hnrnp methyltransf eras e, s. 

cerevisiae) -like 1 (HRMTILI) gene. 

<400> 203 

cactgcgctt gcgcgggttg agggcggtgg ctcagtctcc tggaaaggac cgtccacccc 60 

tccgcgctgg cggtgtggac gcggaactca gcggagaaac gcgattgaga aatggaaaag 120 

aaaatgaaat aaatcagcag ttatgaggca gag.cctaaga gaactatggc aa catcaggt 180 

gactgtccca gaagtgaatc gcagggagaa gagcctgctg agtgcagtga ggcgggtctc 240 

ctgcaggagg gagtacagcc agaggagttt gtggccatcg cggactacgc tgccaccgat 300 

qagacccagc tcagtttttt gagaggagaa aaaattctta tcctgagaca aaccactgca 360 

gattggtggt ggggtgagcg tgcgggctgc tgtgggtaca ttccggcaaa ccatgtgggg 420 

aagcacgtgg atgagtacga ccccgaggac acgtggcagg atgaagagta cttcggcagc 480 

tatggaactc tgaaactcca cttggagatg ttggcagacc agccacgaac aactaaatac 540 

cacagtgtca tcctgcagaa taaagaatcc ctgacggata aagtcatcct ggacgtgggc 600 

tgtgggactg ggatcatcag tctcttctgt gcacactatg cgcggcctag agcggtgtac 660 

gcggtggagg ccagtgagat ggcacagcac acggggcagc tggtcctgca gaacggcttt 720 

gctgacatca tcaccgtgta ccagcagaag gtggaggatg tggtgctgcc cgagaaggtg 780 

gacgtgctgg tgtctgagtg gatggggacc tgcctgctgt ttgagttcat gatcgagtcc 840 

atcctgtatg cccgggatgc ctggctgaag gaggacgggg tcatttggcc caccatggct 900 

gcgttgcacc ttgtgccctg cagtgctgat aggattatcg tagccaaggt gctcttctgg 960 

gacaacgcgt acgagttcaa cctcagcgct ctgaaatctt tagcagttaa ggagtttttt 1020 

tcaaagccca agtataacca cattttga aa ccagaagact gtctctctga accgtgcact 1080 

atattgcagt tggacatgag aaccgtgcaa atttctgatc tagagaccct gaggggcgag 1140 

ctgcgcttcg acatcaggaa ggcggggacc ctgcacggct tcacggcctg gtttagcgtc 1200 

cacttccaga gcctgcagga ggggcagccg ccgcaggtgc tcagcacggg gcccttccac 1260 

cccaccacac actggaagca gacgctgttc atgatggacg acccagtccc tgtccataca 1320 

ggagacgtgg tcacgggttc agttgtgttg cagagaaacc cagtgtggag aaggcacatg 1380 

tctgtggctc tgagctgggc tgtcacttcc agacaagacc ccacatctca aaaagttgga 1440 

gaaaaagtct tccccatctg gagatgacag ttgatgcttt a tttggaaag cagtgtgcat 1500 

atcttgaggg gtgatgaaca caagcaaacc aagttgcacc tggcttctgc acactcctgc 1560 

gaaagtcggt gaacattcac tccacattga cccctcccta gcctggcagg tgacgtcagg 1620 

gtccttcaca gacaaacacg cttgggctcg gcaggagctg ccgtggccac ccccgctgcc 1680 

cagtgtctgc aetata gaag taggctgtgt ttccaggtgt taaacagtgg tgccaacagt 1740 

gccgacacgt ggctgggtcg gagctccatg ttcctaagct aggtctaggt atacactcct 1800 

aggaagaacg catatcagcc cgtgtacact gtgacagtga atgtaacaac ctcctgtgtt 1860 

agtggtgcac ttaatgccgt agctcatcca ctcgtgtggg aagtaggatt gcaca gggat 1920 

gtgcaagtgg cgtgtaggga aaactgccct ggctcagcgt gcgagctaag gtggcgatgt 1980 

atgagatggg actatgcatg ggatagtaca gttgtgtaga agtcttccaa ataaattatg 2040 

tgttggtgac atcgcacatg atcaataaat attttaaatg agtgaaaaaa aaa 2093 



<210> 204 
<211> 431 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence -.primer 

<220> 

<221> misc_feature 
<222> (1)..(431) 

<223> 3' terminal sequence, ets variant gene 4 

{ela enhancer -binding protein, elaf) (ETV4) gene. 

<400> 204 

tgggggcctt tattaaggtc tggcagatgt ggtggaggtg gaagtacaaa cccaggcctg 60 
ggcctaggaa agggcagaag aaaggcaaaig ggtcccttgg agcaggaacc catccctctc 120 
tgcttatacc cagcacccct catcccaggt tcctttcttc aacctccgcc tgcctctggg 180 
aacacagagc accaagaact gacaaaccgg gaccctccag gggccacagc gtgggggc ag 240 
agtccagggn ttctgtctcc ccgcagtggg gagatctngg ggagctcagg tgaacctcct 300 
cancctcctg ccagtatgaa gttggggaag cgccttttct tgtcccccag aacagaacaa 360 
actcttgttc tctgtgggtt ngggggaaaa ggtttngggg ggtttggact taggggagaa 420 
gttnagcttg a 431 



<210> 205 
<211> 435 
.<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 
<222> (1) . . (435) 

<223> 5' terminal sequence, ets variant gene 4 

(ela enhancer -binding protein, elaf) (ETV4) gene. 

<4 00> 205 

gtcccctgcc cctgcccttg gacagtcgcc cctacagncc tttccccggg cagagaacgg 60 

aatttcctga gatcctctgg cacctcccag ccccaccctg gccatgggta cctcggggaa 120 

catagctccg tcttccagca gcccctggga catttgccac tccttcacat ctcagggagg 180 

gggccgggaa cacctcccag gccccctacc aacaccagct gtcggagccc tgcccaccct 240 

atccccagca gagctttaag caagaatacc atgatcccct gtatggaaca gggnggggcc 300 

agccaggccg tgggaaccag gggtgggggt tcaatggggg cacagggtac ccaggggggn 350 

ggggggttgg ttgattcaaa acagggaaca gacgggattt tt ggnttaag gatttnaggt 420 
tntttaancg ggttg 435 



<210> 205 
<211> 447 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_f eature 
<222> (1) . . (447) 

<223> 5' terminal sequence, annexin all (ANXAll) 
gene. 

<400> 206 
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agaccccagt cctctttgac atttatgaga taaaggaagc catcaagggg gttggcactg 60 
atgaagcctg cctgattgag atcctcgctt cccgcagcaa tgagcacatc cgagaattaa 120 
acagagccta caaagcagaa ttcaaaaaga ccctggaaga ggcca ttcga agcgacacat 180 
cagggcactt ccagcggctc ctcatctctc tctctcaggg aaaccgtgat gaaagcacaa 240 
acgtggacat gtcactcgcc cagagagatg cccagggagc tgtatgcggn ccggggagaa 300 
ccgcctgggg aacagacgag tccaagtttc aattgcggtt tctgtggctt cccgggagcc 360 
gggcnccacc tgggtaggca gtt tttcaat gagttaccag agaatgnaca gggccnggac 420 
atttntagaa gagcatctgc ccggaga 447 



<210> 207 

<211> 1958 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence -.primer 
<220> 

<221> misc_feature 

<222> (1) . . (1958) . 

<223> annexin all (ANXAll) gene. 



<400> 207 

gctgctgcgc ccgcggctcc ccagtgcccc gagtgccccg cgggccccgc gagcgggagt 60 
gggacccagc cctaggcaga acccaggcgc cgcgcccggg acgcccgcgg agagagccac 120 
tcccgcccac gtcccatttc gcccctcgcg tccggagtcc ccgtggc cag atctaaccat 180 
gagctaccct ggctatcccc cgcccccagg tggctaccca ccagctgcac caggtggtgg 240 
tccctgggga ggtgctgcct accctcctcc gcccagcatg ccccccatcg ggctggataa 300 
cgtggccacc tatgcggggc agttcaacca ggactatctc tcgggaatgg cggccaacat 360 
gtctgggaca tttggaggag ccaac atgcc caacctgtac cctggggccc ctggggctgg 420 
ctacccacca gtgccccctg gcggctttgg gcagcccccc tctgcccagc agcctgttcc 480 
tccctatggg atgtatccac ccccaggagg aaacccaccc tccaggatgc cctcatatcc 540 
gccataccca ggggcccctg tgccgggcca gcccatgcca ccccccggac agcagccccc 500 
aggggcctac cctgggcagc caccagtgac ctaccctggt cagcctccag tgccactccc 660 
tgggcagcag cagccagtgc cgagctaccc aggatacccg gggtctggga ctgtcacccc 720 
cgctgtgccc ccaacccagt ttggaagccg aggcaccatc actgatgctc ccggctttga 780 
ccccctgcga gatgccgagg tcctgcggaa ggccatgaaa ggctt cggga cggatgagca 840 
ggccatcatt gactgcctgg ggagtcgctc caacaagcag cggcagcaga tcctactttc 900 
cttcaagacg gcttacggca aggatttgat caaagatctg aaatctgaac tgtcaggaaa 960 
ctttgagaag acaatcttgg ctctgatgaa gaccccagtc ctctttgaca tttatgagat 1020 
aaaggaagcc atcaaggggg tt ggcactga tgaagcctgc ctgattgaga tcctcgcttc 1080 
ccgcagcaat gagcacatcc gagaattaaa cagagcctac aaagcagaat tcaaaaagac 1140 
Gctggaagag gccattcgaa gcgacacatc agggcacttc cagcggctcc tcatctctct 1200 
ctctcaggga aaccgtgatg aaagcacaaa cgtggacatg tcactcgccc agagagatgc 1 260 
ccaggagctg tatgcggccg gggagaaccg cctgggaaca gacgagtcca agttcaatgc 1320 
ggttctgtgc tcccggagcc gggcccacct ggtagcagtt ttcaatgagt accagagaat 1380 
gacaggccgg gacattgaga agagcatctg ccgggagatg tccggggacc tggaggaggg 1440 
catgctggcc gtggtgaaat gtctcaagaa tacccc agcc ttctttgcgg agaggctcaa 1500 
caaggccatg aggggggcag gaacaaagga ccggaccctg attcgcatca tggtgtctcg 1560 
cagcgagacc gacctcctgg acatcagatc agagtataag cggatgtacg gcaagtcgct 1620 
gtaccacgac atctcgggag atacttcagg ggattaccgg aagattctgc tgaagatctg 1680 
tggtggcaat gactgaacag tgactggtgg ctcacttctg cccacctgcc ggcaacacca 1740 
gtgccaggaa aaggccaaaa gaatgtctgt ttctaiacaaa tccacaaata gccccgagat 1800 
tcaccgtcct agagcttagg cctgtcttcc acccctcctg acccgtatag tgtgccacag 1860 
gacctgggtc ggtctagaac tctctcagga tgccttttct accccatccc tcacagcctc 1920 
ttgctgctaa aatagatgtt tcatttttct gaaaaaaa 1958 



<210> 208 
<211> 433 
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<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 
<222> {1)..(433) 

<223> 5' terminal sequence, platelet -derived 

growth factor receptor, beta polypeptide {PDGFRB) 
gene. 



<400> 208 

gccagatgaa gcaaggccat ataccctaaa cttccatcct gggggtcagc tnggctcctg 50 
ggagattcca gatcacacat cacactctgg ggactcagga accatgcccc ttccccaggc 120 
ccccagcaag tctcaagaac acagctgcac aggccttgac ttagagtnac agccggtntc 180 
ctggnaagcc cccagcagct gccccaggga catgggaaga ccacgggacc tctttcacta 240 
cccacgatga cctccggggg tatcctgggg caaaagggac aaagagggca aatgagatca 300 
cctnctgcag cccaccactt ccagcacctg tgccgaggtt tttc gttcga agacagaatt 360 
ggacagttga ggacagttat tgtctttntt taaaagnaca aggaaggttt cagnttgggt 420 
tacccccaag gag 433 



<210> 209 

<211> 5570 

<212> DNA/RNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> inisc_f eature 
<222> (1) . . (5570) 

<223> platelet -derived growth factor receptor, 
beta polypeptide (PDGFRB) gene. 

<400> 209 

ggcccctcag ccctgctgcc cagcacgagc ctgtgctcgc cctgcccaac gcagacagcc 60 
agacccaggg cggcccctct ggcggctctg ctcctcccga aggatgcttg gggagtgagg 120 
cgaagctggg cgctcctctc ccctacagca gcccccttcc tccatccctc tgttctcctg 180 

agccttcagg agcctgcacc agtcctgcct gtccttctac tcagctgtta cccactctgg 240 
gaccagcagt ctttctgata actgggagag ggcaqtaagg aggacttcct ggagggggtg 3 00 
actgtccaga gcctggaact gtgcccacac cagaagccat cagcagcaag gacaccatgc 360 
ggcttccggg tgcgatgcca gctctggccc tcaaaggcga gctgctgttg ctgtctctcc 420 
tgttacttct ggaaccacag atctctcagg gcctggtcgt cacacccccg gggccagagc 480 
ttgtcctcaa tgtctccagc accttcgttc tgacctgctc gggttcagct ccggtggtgt 540 
gggaacggat gtcccaggag cccccacagg aaatggccaa ggcccaggat ggcaccttct 600 
ccagcgtgct cacactgacc aacctcactg ggctagacac gggagaatac ttttgcaccc 660 
acaatgactc ccgtggactg gagaccgatg agcggaaacg gctctacatc tttgtgccag 720 
atcccaccgt gggcttcc tc cctaatgatg ccgaggaact attcatcttt ctcacggaaa 780 
taactgagat caccattcca tgccgagtaa cagacccaca gctggtggtg acactgcacg 840 
agaagaaagg ggacgttgca ctgcctgtcc cctatgatca ccaacgtggc ttttctggta 900 
tctttgagga cagaagctac atctgcaaaa ccaccattgg ggacagggag gtggattctg 960 
atgcctacta tgtctacaga ctccaggtgt catccatcaa cgtctctgtg aacgcagtgc 1020 
agactgtggt ccgccagggt gagaacatca ccctcatgtg cattgtgatc gggaatgagg 1080 
tggtcaactt cgagtggaca tacccccgca aagaaagtgg gcggctggtg gagccggtga 1140 
ctgacttcct cttggatatg ccttaccaca tccgc tccat cctgcacatc cccagtgccg 1200 
agttagaaga ctcggggacc tacacctgca atgtgacgga gagtgtgaat gaccatcagg 1260 
atgaaaaggc catcaacatc accgtggttg agagcggcta cgtgcggctc ctgggagagg 1320 



BNSDOCID: <WO 0246467A2 I 



wo 02/46467 



PCT/IBOl/02811 



136/292 

tgggcacact acaatttgct gagctgcatc ggagccggac actgcaggta gtgttcgagg 1380 
cctacccacc gcccactgtc ctgtggttca aagacaaccg caccctgggc gactccagcg 1440 
ctggcgaaat cgccctgtcc acgcgcaacg tgtcggagac ccggtatgtg tcagagctga 1500 
cactggttcg cgtgaaggtg gcagaggctg gccactacac catgcgggcc ttccatgagg 1560 
atgctgaggt ccagctctcc ttccagctac agatcaatgt ccctgtccg a gtgctggagc 1620 
taagtgagag ccaccctgac agtggggaac agacagtccg ctgtcgtggc cggggcatgc 1680 
cccagccgaa catcatctgg tctgcctgca gagacctcaa aaggtgtcca cgtgagctgc 1740 
cgcccacgct gctggggaac agttccgaag aggagagcca gctggagact aacgtgacgt 1800 
actgggagga ggagcaggag ttt gaggtgg tgagcacact gcgtctgcag cacgtggatc 1860 
ggccactgtc ggtgcgctgc acgctgcgca acgctgtggg ccaggacacg caggaggtca 1920 
tcgtggtgcc acactccttg ccctttaagg tggtggtgat ctcagccatc ctggccctgg 1980 
tggtgctcac catcatctcc cttatcatcc tcatcatgct ttggcagaag aagccacgtt 20 40 
acgagatccg atggaaggtg attgagtctg tgagctctga cggccatgag tacatctacg 2100 
tggaccccat gcagctgccc tatgactcca cgtgggagct gccgcgggac cagcttgtgc 2160 
tgggacgcac cctcggctct ggggcctttg ggcaggtggt ggaggccacg gctcatggcc 2220 
tgagccattc tcaggccacg atgaaagtgg ccgtcaa gat gcttaaatcc acagcccgca 2280 
gcagtgagaa gcaagccctt atgtcggagc tgaagatcat gagtcacctt gggccccacc 2340 
tgaacgtggt caacctgttg ggggcctgca ccaaaggagg acccatctat atcatcactg 2400 
agtactgccg ctacggagac ctggtggact acctgcaccg caacaaacac accttcctgc 2460 
agcaccactc cgacaagcgc cgcccgccca gcgcggagct ctacagcaat gctctgcccg 2520 
ttgggctccc cctgcccagc catgtgtcct tgaccgggga gagcgacggt ggctacatgg 2580 
acatgagcaa ggacgagtcg gtggactatg tgcccatgct ggacatgaaa ggagacgtca 2640 
aatatgcaga catcgagtcc tccaactaca tggcccctta cgataactac gttccctctg 2700 
cccctgagag gacctgccga gcaactttga tcaacgagtc tccagtgcta agctacatgg 2760 
acctcgtggg cttcagctac caggtggcca atggcatgga gtttctggcc tccaagaact 2820 
gcgtccacag agacctggcg gctaggaacg tgctcatctg tgaaggcaag ctggtcaaga 2880 
tctgtgactt tggcctggct cgaga catca tgcgggactc gaattacatc tccaaaggca 2940 
gcaccttttt gcctttaaag tggatggctc cggagagcat cttcaacagc ctctacacca 3000 
ccctgagcga cgtgtggtcc ttcgggatcc tgctctggga gatcttcacc ttgggtggca 3060 
ccccttaccc agagctgccc atgaacgagc agttctacaa tgccatcaaa cggggttacc 3120 
gcatggccca gcctgcccat gcctccgacg agatctatga gatcatgcag aagtgctggg 3180 
aagagaagtt tgagattcgg ccccccttct cccagctggt gctgcttctc gagagactgt 3240 
tgggcgaagg ttacaaaaag aagtaccagc aggtggatga ggagtttctg aggagtgacc 3300 
acccagccat ccttcggtcc caggcccgct tgcctgggt t ccatggcctc cgatctcccc 3360 
tggacaccag ctccgtcctc tatactgccg tgcagcccaa tgagggtgac aacgactata 3420 
tcatccccct gcctgacccc aaacccgagg ttgctgacga gggcccactg gagggttccc 3480 
ccagcctagc cagctccacc ctgaatgaag tcaacacctc ctcaaccatc tcctgtgaca 3540 
gccccctgga gcc ccaggac gaaccagagc cagagcccca gcttgagctc caggtggagc 3600 
cggagccaga gctggaacag ttgccggatt cggggtgccc tgcgcctcgg gcggaagcag 3660 
aggatagctt cctgtagggg gctggcccct accctgccct gcctgaagct ccccccctgc 3720 
cagcacccag catctcctgg cctggcctga ccgggcttcc tgtcagccag gc tgccctta 3780 
tcagctgtcc ccttctggaa gctttctgct cctgacgtgt tgtgccccaa accctggggc 3840 
tggcttagga ggcaagaaaa ctgcaggggc cgtgaccagc cctctgcctc cagggaggcc 3900 
aactgactct gagccagggt tcccccaggg aactcagttt tcccatatgt aagatgggaa 3950 
agttaggctt gatgacccag aatctag gat tctctccctg gctgacaggt ggggagaccg 4020 
aatccctccc tgggaagatt cttggagtta ctgaggtggt aaattaactt ttttctgttc 4080 
agccagctac ccctcaagga atcatagctc tctcctcgca ctttttatcc acccaggagc 4140 
tagggaagag accctagcct ccctggctgc tggctgagct agggcctagc cttgagcagt 4200 
gttgcctcat ccagaagaaa gccagtctcc tccctatgat gccagtccct gcgttccctg 4260 
gcccgagctg gtctggggcc attaggcagc ctaattaatg ctggaggctg agccaagtac 4320 
aggacacccc cagcctgcag cccttgccca gggcacttgg agcacacgca gccatagcaa 4380 
gtgcctgtgt ccctgtcctt caggcccatc agtcctgggg ctttttcttt atcaccctca 4440 
gtcttaatcc atccaccaga gtctagaagg ccagacgggc cccgcatctg tgatgagaat 4500 
gtaaatgtgc cagtgtggag tggccacgtg tgtgtgccag tatatggccc tggctctgca 4560 
ttggacctgc tatgaggctt tggaggaatc cctcaccctc tctgggcctc agtttcccct 4 620 
tcaaaaaatg aataa gtcgg acttattaac tctgagtgcc ttgccagcac taacattcta 4680 
gagtattcca ggtggttgca catttgtcca gatgaagcaa ggccatatac cctaaacttc 4740 
catcctgggg gtcagctggg ctcctgggag attccagatc acacatcaca ctctggggac 4800 
tcaggaacca tgccccttcc ccaggccccc agcaagtctc aagaacacag ctgc acaggc 4860 
cttgacttag agtgacagcc ggtgtcctgg aaagccccaa gcagctgccc cagggacatg 4920 
ggaagaccac gggacctctt tcactaccca cgatgacctc cgggggtatc ctgggcaaaa 4980 
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gggacaaaga gggcaaatga gatcacctcc tgcagcccac cactccagca cctgtgccga 5040 
ggtctgcgtc gaagacagaa tggacagtg a ggacagttat gtcttgtaaa agacaagaag 5100 
cttcagatgg taccccaaga aggatgtgag aggtggccgc ttggagtttg cccctcaccc 5160 
accagctgcc ccatccctga ggcagcgctc catgggggta tggttttgtc actgcccaga 5220 
cctagcagtg acatctcatt gtccccagcc cagtgggcat tggaggtgcc aggggagtca 5280 
gggttgtagc caagacgccc ccgcacgggg agggttggga agggggtgca ggaagctcaa 5340 
cccctctggg caccaaccct gcattgcagg ttggcacctt acttccctgg gatccccaga 5400 
gttggtccaa ggagggagag tgggttctca atacggtacc aaagatataa tcacctaggt 5460 
ttacaaatat ttttaggact cacgttaact cacatttata ca gcagaaat gctattttgt 5520 
atgctgttaa gtttttctat ctgtgtactt ttttttaagg gaaagatttt 5570 



<21D> 210 
<211> 406 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> inisc_feature 
<222> (1)..(406) 

<223> 5' terminal sequence. Williams -beuren 

syndrome chromosome region 14 (WBSCR14) gene. 



<400> 210 

gaccggcgta tcacacacat ctccgcggac aggaagcggc gcttcaacat caagctgggg 60 
tttgacaccc ttcatgggct cgtgagcaca ctcagtgccc agcccagcct caaggtgagc 120 
aaagctacca cgctgcagaa gacagctgag tacatcctta tgctacagca ggagcgtgcg 18 0 
ggcttgcagg aggaggccca gcagctgcgg ggatgagatt gaggagctca atgccgccat 240 
taacctgtgc cagcagcagc tgcccgccae aggggtaccc attcacacac cagcgttttg 300 
accagatgcg agacatgttt gatggactac gtccgaaccc gtacgctgca caa ctgggaa 360 
gttctggggt ntttcagcat cctnattccg gcctctgttt tgagtc 406 



<210> 211 

<211> 3293 

<212> DNA/RNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) . . (3293) 

<223> williams-beuren syndrome chromosome region 
14 (WBSCR14) gene. 



<400> 211 

ccccgcgctg cgcggagcag ggaccaggcg gttgcggcgg cgacagccat ggccggcgcg 60 

ctggcaggtc tggccgcggg cttgcaggtc ccgcgggtcg cgcccagccc agactcggac 120 
tcggacacag actcggagga cccgagtctc cggcgcagc g cgggcggctt gctccgctcg 180 
caggtcatcc acagcggtca cttcatggtg tcgtcgccgc acagcgactc gctgccccgg 240 
cggcgcgacc aggaggggtc cgtggggccc tccgacttcg ggccgcgcag tatcgacccc 300 
acactcacac gcctcttcga gtgcttgagc ctggcctaca gtggcaagct ggtgtctccc 360 
aagtggaaga atttcaaagg cctcaagctg ctctgcagag acaagatccg cctgaacaac 420 
gccatctgga gggcctggta tatccagtat gtgaagcgga ggaagagccc cgtgtgtggc 480 
ttcgtgaccc ccctgcaggg gcctgaggct gatgcgcacc ggaagccgga ggccgtggtc 540 
ctggagggga actactggaa gcggcgcatc gaggtggtga tgcgggaata ccacaagtg g 600 
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cgcatctact acaagaagcg gctccgtaag 
aagcaggcgg aaggcaggtg gccgccgccg 
gtggtccccg tgctgctggg ggacccagag 
ctcaattgct ttttgtccga catctcagac 
tcgcccctgc agctgccgcc tgaggatgcc 
gacctgacgc cactgcagcc aagcctggat 
aactcccgcc tcccacagcc gcccatgcct 
cccgtggttg actccctctt cagcagtggg 
tcggccatga cccacctctc tggacacagc 
cccttggact ccagcgcctt cctgagttct 
cggctcccac cccctcctgt acccccacct 
ccaggcctgg agccctgccc cccacctccc 
ctgcaggaag agcctctctt ctctcccagg 
ggagtgtctc cgctgcctgc tcctgcagcc 
ccagccccca cccccttccc catagagc tt 
gggccttgct tctccatgcc cagaggcaag 
gccagccccc ctaccttagc ccctgccact 
aacccctgcc tcacacagct gctcacagca 
cttgtatcca gcaccctcct ccggtcccca 
ccctgcacat tccttccccc gaccccggcc 
gccacattgg ccccttccag gcccctgctt 
gcgcccagcg gcagtgaacg gcggctgtca 
actctgagcg tccgtgtctc tcccccgcaa 
aacaagaccg agaaccggcg tatcacacac 
atcaagctgg ggtttgacac ccttcatggg 
ctcaaggtqa gcaaag ctac cacgctgcag 
caggagcgtg cgggcttgca ggaggaggcc 
aatgccgcca ttaacctgtg ccagcagcag 
cagcgttttg accagatgcg agacatgttt 
aactggaagt tctgggtgtt cagcatcctc 
atggtgtcca cggcaagtgt gcacaccctc 
tactgctctc tgcccgctct ccggccaact 
tctaccagta tcctgaccga cccgggccgc 
gagggcaccc ttggcaaacc tttatagtcc 
ctgggggctg ctttccctgg gcacgggctc 
ccccaggccc tggctctgcc cttccctggg 
ccacctcctg gaggtcaaga agagcagagt 
caccgtgacc ttgggtgact cgtccgctgt 
tggggatggg gaaggttcaa tcagcagatg 
gggcctaggc tggcaactcc gggggctcaa 
tcacctccac ttgctccccg acaggtgggg 
gaaaaggagg ttccctctct ctgctccttc 
ttcccctggg agaggccagg agggcctgat 
agcagggcag gcatcatg tg tgtgtgtgtg 
aattcttgac caataaaagc aaaaactgtc 



cccagcaggg aagatgacct cctggcccct 660 
gagcaatggt gcaaacagct cttctccagt 720 
gaggagccgg gtgggcggca gctcctggac 780 
actctct tea ccatgactca gtccggccct 8 40 
tacgtcggca atgctgacat gatccagccg 900 
gacttcatgg acatctcaga tttctttacc 960 
tcaaacttcc cagagccccc cagcttcagc 1020 
accctgggcc cagaggtgcc cccggcttcc 1080 
cgtctgcagg ctcggaacag ctgccctggc 1140 
gatttcctcc ttcctgaaga ccccaagccc 1200 
ctgctgcatt accctccccc tgc caaggtg 1260 
ttccctccca tggcaccacc cactgctttg 1320 
tttcccttcc ccaccgtccc tcctgcccca 1380 
ttcccaccca ccccacagtc tgtccccagc 1440 
ctacccttgg ggtattcgga gcctgccttt 15 0 0 
ccccccgccc catcccctag gggacagaaa 1560 
gccagtcccc ccaccactgc ggggagcaac 1620 
gctaagccgg agcaagccct ggagccacca 1680 
gggtccccgc aggagacagt ccctgaattc 1740 
cctacaccgc cccggccacc tccaggcccg 1800 
gtccccaaag cggagcggct ctcaccccca 1860 
ggggacctca g ctccatgcc aggccctggg 1920 
cccatcctca gccggggccg tccagacagc 1980 
atctccgcgg agcagaagcg gcgcttcaac 2040 
ctcgtgagca cactcagtgc ccagcccagc 2100 
aagacagctg agtacatcct tatgctacag 2160 
cagcagctgc gggatgagat tgaggagctc 2220 
ctgcccgcca caggggtacc catcacacac 2280 
gatgactacg tccgaacccg tacgc tgcac 2340 
atccggcctc tgtttgagtc cttcaacggg 2400 
cgccagacct cactggcctg gctggaccag 2460 
gtcctgaact ccctacgcca gctgggcaca 2520 
atccctgagc aagccacacg ggcagtcaca 2580 
tggccagacc ctgctgctca ctcagctgcc 2640 
cagggatcat ctctgggcac tcccttcctg 2700 
gggtggagca gggtccaggt ttcacacttg 2760 
ccccgtccct gctctgccac tgtgctccag 2820 
ctttggaccg ctgtgtttca atctgcaaaa 2880 
acccccaggc cttggcagct gtgacattgg 2940 
cggtggaaag agg aggatgc tgtttatctg 3000 
cacagacctc tgttcctgag cagagaagca 3060 
actgctgacc cagaggggct gcaggatggt 3120 
cccaggagac accagggcca gagtgaccac 3180 
tgtggatgtg tgtgtgtggg ttttgtaaag 3240 
tgctggttaa aaaaaaaaaa aaa 32 93 



<210> 212 
<211> 207 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 
<222> (1) . . (207) 

<223> 5' terminal sequence. cd74 antigen 

(invariant polypeptide of major histocompatibility 
complex, class ii antigen -associated) (CD74) gene. 
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<400> 212 

cctttggcct tggcttttct agtcctattt 
ttccccagtc atcactcccc aaggaagagc 
gacccctagt tccctctgct cagccaagct 
ttagaataaa aggtagtaat taganaa 



acctgtcagg ctgagccatc tctcttccc t 60 
caatgttttc cacccataat cctttctgcc 120 
tgttatcagc tttcagggcc atngttcaca 180 

207 



<210> 213 

<211> 1304 

<212> DMA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: primer 
<220> 

<221> misc_feature 
<222> (1) . . (1304) 

<223> cd74 antigen (invariant polypeptide of major 

histocompatibility complex, class ii 

antigen-associated) (CD74) gene. 

<400> 213 

ttcccagatg cacaggagga gaagcaggag ctgtcgggaa gatcagaagc cagtcatgga 60 

tgaccagcgc gaccttatct ccaacaatga gcaactgccc atgctgggcc ggcgccctgg 120 

ggccccggag agcaagtgca gccgcggagc cctgtacaca ggcttttcca tcctggtgac 180 

tctgctcctc gctggccagg ccaccaccgc ct acttcctg taccagcagc agggccggct 240 

ggacaaactg acagtcacct cccagaacct gcagctggag aacctgcgca tgaagcttcc 300 

caagcctccc aagcctgtga gcaagatgcg catggccacc ccgctgctga tgcaggcgct 360 

gcccatggga gccctgcccc aggggcccat gcagaatgcc accaaqtatg gcaacatgac 420 

agaggaccat gtgatgcacc tgctccagaa tgctgacccc ctgaaggtgt acccgccact 480 

gaaggggagc ttcccggaga acctgagaca ccttaagaac accatggaga ccatagactg 540 

gaaggtcttt gagagctgga tgcaccattg gctcctgttt gaaatgagca ggcactcctt 500 

ggagcaaaag cccactgacg ctccaccgaa agagtcactg gaactggagg ac ccgtcttc 660 

tgggctgggt gtgaccaagc aggatctggg cccagtcccc atgtgagagc agcagaggcg 720 

gtcttcaaca tcctgccagc cccacacagc tacagctttc ttgctccctt cagcccccag 780 

cccctccccc atgtcccacc ctgtacctca tcccatgaga cctggtgcct ggctctttcg 840 

tcacccttgt acaagacaaa ccaagtcgga acagcagata acaatgcagc aaggccctgc 900 

tgcccaatct ccatctgtca acaggggcgt gaggtcccag gaagtggcca aaagctagac 960 

agatccccgt tcctgacatc acagcagcct ccaacacaag gctccaagac ctaggctcat 1020 

ggacgagatg ggaaggcaca gggagaaggg ataaccctac acccagaccc caggctggac 1080 

atgctgactg tcctctcccc tccagccttt ggccttggct tttctagcct atttacctgc 1140 

aggctgagcc actctcttcc ctttccccag catcactccc caaggaagag ccaatgtttt 1200 

ggacccataa tcctttctgc cgacccctag ttccctctgc tcagccaagc ttgttatcag 1260 

ctttcagggc catggttcac attagaataa aaggtagtaa ttag 1304 



<210> 214 
<211> 355 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 
<222> (1) . . (355) 

<223> 5' terminal sequence, annexin a7 (ANXA7) 
gene . 
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<400> 214 

aggaactatc cgaccagctg ccaacttcga 
ggcaatgaag ggttttggga cagatgagca 
ccaatgatca gaggcaaaaa attaaagcag 
tcaaagatct caaatcagag ttaagtngaa 
atgcctccta cgtattacga tgcctngagc 
tcaggancgt tgtatttgat ttgngatttt 



tgctataaga gatgcagaaa ttcttcgtaa 60 
ggcaattgtn gatgtngttg ccaaccgttt 120 
catttaagac ctcctatggc aaggatttaa 180 
atatggaaga actgatcctn ggccctcttc 240 
tttacggaaa gcaatncagg gancaggtac 300 
ngtgcacang atcanattca ggtaa 355 



<210> 215 

<211> 2176 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificia 1 Sequence: primer 
<220> 

<221> misc_feature 

<222> (1) . . (2176) 

<223> annexin a7 (ANXA7) gene. 

<400> 215 

gaacccggtc tcccgcaaga tggagccggg ttgggctgtg acgctgctgc tggggtcaga 60 
atgtcatacc caggctatcc cccaacaggc tacccacctt tccctggata tcctcctgca 120 
ggtcaggagt catcttttcc cccttctggt cagtatcctt atcctagtgg ctttcctcca 180 
atgggaggag gtgcctaccc acaagtgcca agtagtggct acccaggagc tggaggctac 24 0 
cctgcgcctg gaggttatcc agcccctgga ggctatcctg gtgccccaca gccaggggga 300 
gctccatcct atcccggagt tcctccaggc caaggatttg gagtcccacc agg tggagca 360 
ggcttttctg ggtatccaca gccaccttca cagtcttatg gaggtggtcc agcacaggtt 420 
ccactacctg gtggctttcc tggaggacag atgccttctc agtatcctgg aggacaacct 480 
acttacccta gtcagatcaa tacagattct ttttcttcct atcctgtttt ctctcctgtt 540 
tctttggatt atagcagtga acctgccaca g tgactcagg tcactcaagg aactatccga 600 
ccagctgcca acttcgatgc tataagagat gcagaaattc ttcgtaaggc aatgaagggt 660 
tttgggacag atgagcaggc aattgtggat gtggtggcca accgttccaa tgatcagagg 720 
caaaaaatta aagcagcatt taagacctcc tatggcaagg atttaatcaa agatctcaaa 780 
tcagagttaa gtggaaatat ggaagaactg atcctggccc tcttcatgcc tcctacgtat 840 
tacgatgcct ggagcttacg gaaagcaatg cagggagcag gaactcagga acgtgtattg 900 
attgagattt tgtgcacaag aacaaatcag gaaatccgag aaattgtcag atgttatcag 960 
tcagaatttg gacgagacct tgaaaaggac attaggtcag atacatcagg a cattttgaa 1020 
cgtttacttg tgtccatgtg ccagggaaat cgtgatgaga accagagtat aaaccaccaa 1080 
atggctcagg aagatgctca gcgtctctat caagctggtg aggggagact agggaccgat 1140 
gaatcttgct ttaacatgat ccttgccaca agaagctttc ctcagctgag agctaccatg 1200 
gaggcttatt ctaggatggc taatcg agac ttgttaagca gtgtgagccg tgagttttcc 1260 
ggatatgtag aaagtggttt gaagaccatc ttgcagtgtg ccctgaaccg ccctgccttc 1320 
tttgctgaga ggctctacta tgctatgaaa ggtgctggca cagatgactc caccctggtc 1380 
cggattgtgg tcactcgaag tgagattgac cttgtacaaa taaaacagat gttcgctcag 1440 
atgtatcaga agactctggg cacaatgatt gcaggtgaca cgagtggaga ttaccgaaga 1500 
cttcttctgg ctattgtggg ccagtaggag ggattttttt ttttttaatg aaaaaaaaat 1560 
ttctattcat agcttatcct tcagagcaat gacctgcatg cagcaatatc aaacatcagc 1620 
taaccgaaag agctttctgt caaggaccgt atcagggtaa tgtgcttggt ttgcacatgt 1680 
tgttattgcc ttaattctaa ttttattttg ttctctacat acaatcaatg taaagccata 1740 
tcacaatgat acagtaatat tgcaatgttt gtaaaccttc attcttacta gtttcattct 1800 
aatcaagatg tcaaattgaa taaaaatcac agcaatctct gattctgtgt aataatattg 1860 
aataattttt tagaaggtta ctgaaagctc tgccttccgg aatccctcta agtctgcttg 1920 
atagagtgga tagtatgtta aaactgtgta ctttaaaaaa aaattcaacc tttacatcta 1980 
gaataatttg catctcattt tgcctaaatt ggttctgtat tcataaacac tttccacata 2040 
gaaaatagat tagtattacc tgtggcacct tttaagaaag ggtcaaatgt tta tatgctt 2100 
aagatacata gcctcccttt ttttcgcgtt gtttcctttt tttaaattga gttatgacaa 2160 
ataaaaaatt gcatat 2176 
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<210> 216 
<211> 525 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequ ence:primer 
<220> 

<221> misc_feature 
<222> (1) . . (525) 

<223> 3' terminal sequence, thrombospondin 1 
(THBSl) gene. 

<400> 216 

tcctgnanta nctncaacaa ccgatgtgag ggaaaatcgg tccagacacg gacctgccac 60 

attcaggagt gtgacaagag atttaaacag gatggtggct ggagcntgng ttccccgtgg 120 

tcatcttgtt ctgtgacatg tggtgatggt gtgatcacaa ggatccggct ctgcaactct 180 

cccagccccc agatgaacgg gaaaccctgt gaaggcgaag gcggngagac caaagcctgc 240 

aagaaagacg cctgccccag taagtgtgag gtccgctgca agggtgagca tgggcagcag 300 

ctctgcccag ctggttgcct gggcatct gc agcctgcagt ttcagtgggg tcataggagc 360 

aggaaggtta cctacttagg agaaacaaac agaaggcaaa gtcctgcagg ctcagcaact 42 0 

tctttttaat tgaaaaacaa attcaccntt ttccccagct ttttttcctt gtgttcaggg 480 

gaggcagagg ttttttgaac gggnttaggg gatttttgnc aagtt 525 



<210> 217 

<211> 5722 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) . . (5722) 

<223> thrombospondin 1 (THBSl) gene. 
<400> 217 

ggacgcacag gcattccccg cgcccctcca gccctcgccg ccctcgc cac cgctcccggc 60 

cgccgcgctc cggtacacac aggatccctg ctgggcacca acagctccac catggggctg 120 

gcctggggac taggcgtcct gttcctgatg catgtgtgtg gcaccaaccg cattccagag 180 

tctggcggag acaacagcgt gtttgacatc tttgaactca ccggggccgc ccgcaagggg 240 

tctgggcgcc gactggtgaa gggccc cgac ccttccagcc cagctttccg catcgaggat 300 

gccaacctga tcccccctgt gcctgatgac aagttccaag acctggtgga tgctgtgcgg 360 

gcagaaaagg gtttcctcct tctggcatcc ctgaggcaga tgaagaagac ccggggcacg 420 

ctgctggccc tggagcggaa agaccactct ggccaggtct tcagcgtggt gtccaatggc 480 

aaggcgggca ccctggacct cagcctgacc gtccaaggaa agcagcacgt ggtgtctgtg 540 

gaagaagctc tcctggcaac cggccagtgg aagagcatca ccctgtttgt gcaggaagac 600 

agggcccagc tgtacatcga ctgtgaaaag atggagaatg ctgagttgga cgtccccatc 660 
caaagcgtct tcaccagaga cctggccagc atcgccagac tccgca tcgc aaaggggggc 720 

gtcaatgaca atttccaggg ggtgctgcag aatgtgaggt ttgtctttgg aaccacacca 780 

gaagacatcc tcaggaacaa ■ aggctgctcc agctctacca gtgtcctcct cacccttgac 840 

aacaacgtgg tgaatggttc cagccctgcc atccgcacta actacattgg ccacaagaca 900 

aaggacttgc aagccatctg cggc atctcc tgtgatgagc tgtccagcat ggtcctggaa 960 

ctcaggggcc tgcgcaccat tgtgaccacg ctgcaggaca gcatccgcaa agtgactgaa 1020 

gagaacaaag agttggccaa tgagctgagg cggcctcccc tatgctatca caacggagtt 1080 

cagtacagaa ataacgagga atggactgtt gatagctgca ctgagtgtca ctgtcagaac 1140 
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tcagttacca tctgcaaaaa ggtgtcctgc cccatcatgc cctgctccaa tgccacagtt 1200 
cctgatggag aatgctgtcc tcgctgttgg cccagcgact ctgcggacga tggctggtct 1260 
ccatggtccg agtggacctc ctgttctacg agctgtggca atggaattca gcagcgcggc 1320 
cgctcctgcg atagcctcaa caaccgatgt gagggctcc t cggtccagac acggacctgc 1380 
cacattcagg agtgtgacaa aagatttaaa caggatggtg gctggagcca ctggtccccg 1440 
tggtcatctt gttctgtgac atgtggtgat ggtgtgatca caaggatccg gctctgcaac 1500 
tctcccagcc cccagatgaa tgggaaaccc tgtgaaggcg aagcgcggga gaccaaagcc 1550 
tgcaagaaag acgcctgccc catcaatgga ggctggggtc cttggtcacc atgggacatc 1620 
tgttctgtca cctgtggagg aggggtacag aaacgtagtc gtctctgcaa caaccccgca 1680 
ccccagtttg gaggcaagga ctgcgttggt gatgtaacag aaaaccagat ctgcaacaag 1740 
caggactgtc caattgatgg atgcctgtcc aatccctgct ttgccggcgt ga agtgtact 1800 
agctaccctg atggcagctg gaaatgtggt gcttgtcccc ctggttacag tggaaatggc 1860 
atccagtgca cagatgttga tgagtgcaaa gaagtgcctg atgcctgctt caaccacaat 1920 
ggagagcacc ggtgtgagaa cacggacccc ggctacaact gcctgccctg ccccccacgc 1980 
ttcaccggct cacagccctt cggccag ggt gtcgaacatg ccacggccaa caaacaggtg 2040 
tgcaagcccc gtaacccctg cacggatggg acccacgact gcaacaagaa cgccaagtgc 2100 
aactacctgg gccactatag cgaccccatg taccgctgcg agtgcaagcc tggctacgct 2160 
ggcaatggca tcatctgcgg ggaggacaca gacctggatg gctggcccaa tgagaacctg 2220 
gtgtgcgtgg ccaatgcgac ttaccactgc aaaaaggata attgccccaa ccttcccaac 2280 
tcagggcagg aagactatga caaggatgga attggtgatg cctgtgatga tgacgatgac 2340 
aatgataaaa ttccagatga cagggacaac tgtccattcc attacaaccc agctcagtat 2400 
gactatgaca gagatgatgt gggagaccgc tgtgacaact gtccctacaa ccacaaccca 2460 
gatcaggcag acacagacaa caatggggaa ggagacgcct gtgctgcaga cattgatgga 2520 
gacggtatcc tcaatgaacg ggacaactgc cagtacgtct acaatgtgga ccagagagac 2580 
actgatatgg atggggttgg agatcagtgt gacaattgcc ccttggaaca caatccggat 2540 
cagctggact ctgac tcaga ccgcattgga gatacctgtg acaacaatca ggatattgat 2700 
gaagatggcc accagaacaa tctggacaac tgtccctatg tgcccaatgc caaccaggct 2760 
gaccatgaca aagatggcaa gggagatgcc tgtgaccacg atgatgacaa cgatggcatt 2820 
cctgatgaca aggacaactg cagactcgtg cccaatcccg accagaagga ctct gacggc 2880 
gatggtcgag gtgatgcctg caaagatgat tttgaccatg acagtgtgcc agacatcgat 2940 
gacatctgtc ctgagaatgt tgacatcagt gagaccgatt tccgccgatt ccagatgatt 3000 
cctctggacc ccaaagggac atcccaaaat gaccctaact gggttgtacg ccatcagggt 3060 
aaagaactcg tccagactgt caactgtga t cctggactcg ctgtaggtta tgatgagttt 3120 
aatgctgtgg acttcagtgg caccttcttc atcaacaccg aaagggacga tgactatgct 3180 
ggatttgtct ttggctacca gtccagcagc cgcttttatg ttgtgatgtg gaagcaagtc 3240 
acccagtcct actgggacac caaccccacg agggctcagg gatactcggg cctttctgtg 3300 
aaagttgtaa actccaccac agggcctggc gagcacctgc ggaacgccct gtggcacaca 3360 
ggaaacaccc ctggccaggt gcgcaccctg tggcatgacc ctcgtcacat aggctggaaa 3420 
gatttcaccg cctacagatg gcgtctcagc cacaggccaa agacgggttt cattagagtg 3480 
gtgatgtatg aagggaagaa aatcatggct gactcaggac cc atctatga taaaacctat 3540 
gctggtggta gactagggtt gtttgtcttc tctcaagaaa tggtgttctt ctctgacctg 3600 
aaatacgaat gtagagatcc ctaatcatca aattgttgat tgaaagactg atcataaacc 3660 
aatgctggta ttgcaccttc tggaactatg ggcttgagaa aacccccagg atcacttctc 3720 
cttggcttcc ttctttt ctg tgcttgcatc agtgtggact cctagaacgt gcgacctgcc 3780 
tcaagaaaat gcagttttca aaaacagact catcagcatt cagcctccaa tgaataagac 3840 
atcttccaag catataaaca attgctttgg tttccttttg aaaaagcatc tacttgcttc 3900 
agttgggaag gtgcccattc cactctgcct ttgtcacaga gcagggtgct attgtg aggc 3960 
catctctgag cagtggactc aaaagcattt tcaggcatgt cagagaaggg aggactcact 4020 
agaattagca aacaaaacca ccctgacatc ctccttcagg aacacgggga gcagaggcca 4080 
aagcactaag gggagggcgc atacccgaga cgattgtatg aagaaaatat ggaggaactg 4140 
ttacatgttc ggtactaagt cattttcagg ggattgaaag actattgctg gatttcatga 4200 
tgctgactgg cgttagctga ttaacccatg taaataggca cttaaataga agcaggaaag 4260 
ggagacaaag actggcttct ggacttcctc cctgatcccc acccttactc atcaccttgc 4320 
agtggccaga attagggaat cagaatcaaa ccagtgtaag gcagtgctgg ctgccattgc 4380 
ctggtcacat tgaaattggt ggcttcattc tagatgtagc ttgtgcagat gtagcaggaa 4440 
aataggaaaa cctaccatct cagtgagcac cagctgcctc ccaaaggagg ggcagccgtg 4500 
cttatatttt tatggttaca atggcacaaa attattatca acctaactaa aacattcctt 4560 
ttctcttttt tccgtaatta ctaggtagtt ttctaattct ctct tttgga agtatgattt 4620 
ttttaaagtc tttacgatgt aaaatattta ttttttactt attctggaag atctggctga 4680 
aggattattc atggaacagg aagaagcgta aagactatcc atgtcatctt tgttgagagt 4740 
cttcgtgact gtaagattgt aaatacagat tatttattaa ctctgttctg cctggaaatt 4800 
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taggcttcat acggaaagt g tttgagagca 
caagaacagc acaaggaaaa tcagtctaat 
atgttatggg attccttttt tctctgtttt 
atttgcaaat gttttaaatt gcaaagaaag 
tcccttgtgc atatttccag ggagaaggaa 
aaaagagaaa aaaatgacaa aaggtgaaac 
tgactgagta aagaattttt ggatcaagcg 
gctactgtag tacctaaaaa gtcagtgttg 
ttcccaataa ggaaatagca ttgaaatgtt 
tctatcatct ggtataccat tgctttattt 
tagaatattc agattgtgta gatatgctat 
agagttagta tttctatttt tatataatgt 
tttctttttt ttgttttttt tttttttttt 
ctatttgcca ataccttttt ctaggaatgt 
tacattctaa agcagtgtaa gttgtatatt 
aatcatatgg aaatttatat tt 



agtagttgac atttatcagc aaatctcttg 4860 
aagctgctct gccccttgtg ctcagagtgg 4920 
atcttttcaa gtggaattag ttggttatcc 4980 
ccatgaggtc ttcaatactg ttttaccc ca 5040 
agcatataca cttttttctt tcatttttcc 5100 
ttacatacaa atattacctc atttgttgtg 5160 
gaaagagttt aagtgtctaa caaacttaaa 5220 
ta catagcat aaaaactctg cagagaagta 5280 
aaatacaatt tctgaaagtt atgttttttt 5340 
ttataaatta ttttctcatt gccattggaa 5400 
ttaaataatt tatcaggaaa tactgcctgt 5460 
ttgcacactg aattgaagaa ttgttggttt 5520 
tttttttttg cttttgacct cccattttta 5580 
gctttttttt gtacacattt ttatccattt 5640 
actgtttctt atgtac aagg aacaacaata 5700 

5722 



<210> 218 
<211> 397 
<212> DMA 

<213> Artificial Sequence 



<220> 

<22 3> Description of Artificial Sequence: primer 

<220> 

<221> misc_f eature 
<222> (1) . . (397) 

<223> 3' terminal sequence, protein tyrosine 

phosphatase, non -receptor type 2 (PTPN2) gene. 



<400> 218 

ttaatgctgc caaaaagtat aaaaatacag taggaatggc agtacaatac aaagtaatct 60 
ctcctaattt atttcttgta catctttcta catttcatac actcattaaa aacacttaac 120 
acatccaatt aaaggttctg caaagtcttc tgctggtggg tgctcttcat cccctgggnt 180 
gtaaagttta ctttgtaaac aaacaactgt gaggncaatc tagagggtta ggcgagcctc 240 
actttagttt ccggagtggg gcttcagggt cttgctttgc acatcaatgg gttcaaaatt 300 
tataggctgc aggaatattc tcaaggtcat ggaatattag ggngtctggt ncaat cttgg 360 
ggcccttttt tcttttttcg ttncatttct ccattta 397 



<210> 219 
<211> 338 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 

<220> 

<221> misc^feature 
<222> (1) . . (338) 

<223> 5' terminal sequence, protein tyrosine 

phosphatase, non -receptor type 2 (PTPN2) gene. 

<400> 219 

ggctccttga accctgacca tgggcctgcg gtgatccact gtagtgcagg cattgggcgc 60 
tctggcacct tctctctggt agacacttgt cttgttttga tggaaaaagg agatgatatt 120 
aacataaaac aagtgttact gaac atgaga aaataccgaa tgggtcttat tcagacccca 180 
gatcaactga gattctcata catggctata atagaaggag caaaatgtat aaagggagat 240 
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tctagtatac agaaacgatg gaaagaactt tctaaggang acttatctcc tgcctttgat 300 
cattncacca aacaaaataa tgactgaaaa atacantg 338 



<21Q> 220 

<211> 2287 

<212> DNA/RMR 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence rprimer 
<220> 

<221> niisc_feature 
<222> (1) . . (2287) 

<223> protein tyrosine phosphatase, non -receptor 
type 2 (PTPN2) gene. 

<400> 220 

ggggggcctg agcctctccg ccggcgcagg ctctgctcgc gccagctcgc tcccgcagcc 60 
atgcccacca ccatcgagcg ggagttcgaa gagttggata ctcagcgtcg ctggcagccg 120 
ctgtacttgg aaattcgaaa tgagtcccat gactatcctc atagagtggc caagtttcca 180 
gaaaacagaa atcgaaacag atacagagat gtaagcecat atgatcacag tcgtgttaaa 240 
ctgcaaaatg ctgagaatga ttatattaat gccagtttag ttgacataga agaggcacaa 300 
aggagttaca tcttaacaca gggtccactt cctaacacat gctgccattt ctggcttatg 360 
gtttggcagc agaagaccaa agcagttgtc atgctgaacc gcattgtgga gaaagaatcg 420 
gttaaatqtg cacagtactg gccaacag at gaccaagaga tgctgtttaa agaaacagga 480 
ttcagtgtga agctcttgtc agaagatgtg aagtcgtatt atacagtaca tctactacaa 540 
ttagaaaata tcaatagtgg tgaaaccaga acaatatctc actttcatta tactacctgg 600 
ccagattttg gagtccctga atcaccagct tcatttctca atttcttgtt taaagtgaga 660 
gaatctggct ccttgaaccc tgaccatggg cctgcggtga tccactgtag tgcaggcatt 720 
gggcgctctg gcaccttctc tctggtagac acttgtcttg ttttgatgga aaaaggagat 780 
gatattaaca taaaacaagt gttactgaac atgagaaaat accgaatggg tcttattcag 840 
accccagatc aactgagatt ctcatacatg gctataatag aaggagca aa atgtataaag 900 
ggagattcta gtatacagaa acgatggaaa gaactttcta aggaagactt atctcctgcc 960 
tttgatcatt caccaaacaa aataatgact gaaaaataca atgggaacag aataggtcta 1020 
gaagaagaaa aactgacagg tgaccgatgt acaggacttt cctctaaaat gcaagataca 1080 
atggaggaga acagtgagag tgct ctacgg aaacgtattc gagaggacag aaaggccacc 114 0 
acagctcaga aggtgcagca gatgaaacag aggctaaatg agaatgaacg aaaaagaaaa 1200 
aggtggttat attggcaacc tattctcact aagatggggt ttatgtcagt cattttggtt 1260 
ggcgcttttg ttggctggag actgtttttt cagcaaaatg ccctataaac aattaatttt 132 0 
gcccagcaag cttctgcact agtaactgac agtgctacat taatcatagg ggtttgtctg 1380 
cagcaaacgc ctcatatccc aaaaacggtg cagtagaata gacatcaacc agataagtga 1440 
tatttacagt cacaagccca acatctcagg actcttgact gcaggttcct ctgaacccca 1500 
aactgtaaat ggctgtctaa aataaagaca ttcatgtt tg ttaaaaactg gtaaattttg 1560 
caactgtatt catacatgtc aaacacagta tttcacctga ccaacattga gatatccttt 1620 
atcacaggat ttgtttttgg aggctatctg gattttaacc tgcacttgat ataagcaata 1580 
aatattgtgg ttttatctac gttattggaa agaaaatgac atttaaataa tgtgtgtaat 1740 
gtataatgta ctattgacat gggcatcaac acttttattc ttaagcattt cagggtaaat 1800 
atattttata agtatctatt taatcttttg tagttaactg tactttttaa gagctcaatt 1860 
tgaaaaatct gttactaaaa aaaaaaattg tatgtcgatt gaattgtact ggatacattt 1920 
tccatttttc taaaaagaag tttgatatga gcagttagaa gttggaataa g caatttcta 1980 
ctatatattg catttctttt atgttttaca gttttcccca ttttaaaaag aaaagcaaac 2040 
aaagaaacaa aagtttttcc taaaaatatc tttgaaggaa aattctcctt actgggatag 2100 
tcaggtaaac agttggtcaa gactttgtaa agaaattggt ttctgtaaat cccattattg 2160 
atatgtttat ttttcatgaa aatttc aatg tagttggggt agattatgat ttaggaagca 2220 
aaagtaagaa gcagcatttt atgattcata atttcagttt actagactga agttttgaag 2280 
taaaccc 2287 



<210> 221 
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<211> 296 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> inisc_f eature 
<222> (1) . . (296) 

<223> 3' terminal sequence. epha2 (EPHA2) gene. 

<400> 221 

ctcggctggc tcacacaccc gtatggcaaa gggtgggacc tgatgcagaa catcatgaat 60 
gacatgccga tctacatgta ctccgtgtgc aacgtgatg t ctggcgacca gganaactgg 120 
ctccgcacca actgggtgta ccgaggagag gctgagcgta tcttcattga gctcaagttt 180 
actgtacgtg actgcaacag cttccctggg tggcgccant tcctggcaag gagactttca 240 
acctctacta tgccgagtcg gacctgggac tacggcanca acttncagaa gcgcct 296 



<210> 222 

<211> 3921 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc__f eature 

<222> (1) . . (3921) 

<223> epha2 (EPHA2) gene. 

<400> 222 

cggaagttgc gcgcaggccg gcgggcggga gcggacaccg aggccggcgt gcaggcgtgc 60 
gggtgtgcgg gagccgggct cggggggatc ggaccgagag cgagaagcgc ggcatggagc 120 
tccaggcagc ccgcgcctgc ttcgccctgc tgtggggctg tgcgctggcc gcggccgcgg 180 
cggcgcaggg caaggaagtg gtactgctgg actttgctgc agctggaggg gagctcggct 240 
ggctcacaca cccgtatggc aaagggtggg acctgatgca gaacatc atg aatgacatgc 300 
cgatctacat gtactccgtg tgcaacgtga tgtctggcga ccaggacaac tggctccgca 360 
ccaactgggt gtaccgagga gaggctgagc gtaacaactt tgagctcaac tttactgtac 420 
gtgactgcaa cagcttccct ggtggcgcca gctcctgcaa ggagactttc aacctctact 480 
atgccgagtc ggacctggac tacgg caeca acttccagaa gcgcctgttc accaagattg 540 
acaccattgc gcccgatgag atcaccgtca gcagcgactt cgaggcacgc cacgtgaagc 600 
tgaacgtgga ggagcgctcc gtggggccgc tcacccgcaa aggcttctac ctggccttcc 660 
aggatatcgg tgcctgtgtg gcgctgctct ccgtccgtgt ctactacaag aagtgccccg 720 
agctgctgca gggcctggcc cacttccctg agaccatcgc cggctctgat gcaccttccc 780 
tggccactgt ggccggcacc tgtgtggacc atgccgtggt gccaccgggg ggtgaagagc 840 
cccgtatgca ctgtgcagtg gatggcgagt ggctggtgcc cattgggcag tgcctgtgcc 900 
aggcaggcta cgagaaggtg gaggatgcct gccaggcctg ctcgc ctgga ttttttaagt 960 
ttgaggcatc tgagagcccc tgcttggagt gccctgagca cacgctgcca tcccctgagg 1020 
gtgccacctc ctgcgagtgt gaggaaggct tcttccgggc acctcaggac ccagcgtcga 1080 
tgccttgcac acgaccccct tccgccccac actacctcac agccgtgggc atgggtgcca 1140 
aggtggagct gcgctggacg ccccctcagg acagcggggg ccgcgaggac attgtctaca 1200 
gcgtcacctg cgaacagtgc tggcccgagt ctggggaatg cgggccgtgt gaggccagtg 1260 
tgcgctactc ggagcctcct cacggactga cccgcaccag tgtgacagtg agcgacctgg 1320 
agccccacat gaactacacc ttcaccgtgg aggcccgcaa tggcgtctca ggcctggtaa 1380 
ccagccgcag cttccgtact gccagtgtca gcatcaacca gacagagccc cccaaggtga 1440 
ggctggaggg ccgcagcacc acctcgctta gcgtctcctg gagcatcccc ccgccgcagc 1500 
agagccgagt gtggaagtac gaggtcactt accgcaagaa gggagactcc aacagctaca 1560 
atgtgcgccg caccgagggt ttctccgtga ccct ggacga cctggcccca gacaccacct 1620 
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acctggtcca ggtgcaggca ctgacgcagg agggccaggg ggccggcagc aaggtgcacg 1680 
aattccagac gctgtccccg gagggatctg gcaacttggc ggtgattggc ggcgtggctg 1740 
tcggtgtggt cctgcttctg gtgctggcag gagttggctt ctttatccac cgcaggagga 1800 
agaaccagcg tgcccgccag tccccggagg acgtttactt ctccaagtca gaacaactga 1860 
agcccctgaa gacatacgtg gacccccaca catatgagga ccccaaccag gctgtgttga 1920 
agttcactac cgagatccat ccatcctgtg tcactcggca gaaggtgatc ggagcaggag 1980 
agtttgggga ggtgtacaag ggcatgctga agacatcctc ggggaaga ag gaggtgccgg 2040 
tggccatcaa gacgctgaaa gccggctaca cagagaagca gcgagtggac ttcctcggcg 2100 
aggccggcat catgggccag ttcagccacc acaacatcat ccgcctagag ggcgtcatct 2160 
ccaaatacaa gcccatgatg atcatcactg agtacatgga gaatggggcc ctggacaagt 2220 
tccttcggga gaaggatggc ga gttcagcg tgctgcagct ggtgggcatg ctgcggggca 2280 
tcgcagctgg catgaagtac ctggccaaca tgaactatgt gcaccgtgac ctggctgccc 2340 
gcaacatcct cgtcaacagc aacctggtct gcaaggtgtc tgactttggc ctgtcccgcg 2400 
tgctggagga cgaccccgag gccacctaca ccaccagtgg cggcaagatc cccatccgct 2 460 
ggaccgcccc ggaggccatt tcctaccgga agttcacctc tgccagcgac gtgtggagct 2520 
ttggcattgt catgtgggag gtgatgacct atggcgagcg gccctactgg gagttgtcca 2580 
accacgaggt gatgaaagcc atcaatgatg gcttccggct ccccacaccc atggactgcc 2640 
cctccgccat ctaccagctc atgatgcagt gctggc agca ggagcgtgcc cgccgcccca 2700 
agttcgctga catcgtcagc atcctggaca agctcattcg tgcccctgac tccctcaaga 2760 
ccctggctga ctttgacccc cgcgtgtcta tccggctccc cagcacgagc ggctcggagg 2820 
gggtgccctt ccgcacggtg tccgagtggc tggagtccat caagatgcag cagtatacgg 2880 
agcacttcat ggcggccggc tacactgcca tcgagaaggt ggtgcagatg accaacgacg 2940 
acatcaagag gattggggtg cggctgcccg gccaccagaa gcgcatcgcc tacagcctgc 3 000 
tgggactcaa ggaccaggtg aacactgtgg ggatccccat ctgagcctcg acagggcctg 3060 
gagccccatc ggccaagaat acttgaagaa acagagtggc ctccctgctg tgccatgctg 3120 
ggccactggg gactttattt atttctagtt ctttcctccc cctgcaactt ccgctgaggg 3180 
gtctcggatg acaccctggc ctgaactgag gagatgacca gggatgctgg gctgggccct 3240 
ctttccctgc gagacgcaca cagctgagca cttagcaggc accgccacgt cccagcatcc 3300 
ctggagcagg agccccgcca cage cttcgg acagacatat aggatattcc caagccgacc 3360 
ttccctccgc Gttctcccac atgaggccat ctcaggagat ggagggcttg gcccagcgcc 3420 
aagtaaacag ggtacctcaa gccccatttc ctcacactaa gagggcagac tgtgaacttg 3480 
actgggtgag acccaaagcg gtccctgtcc ctctagtgcc ttctttagac cctcgggccc 354 0 
catcctcatc cctgactggc caaacccttg ctttcctggg cctttgcaag atgcttggtt 3600 
gtgttgaggt ttttaaatat atattttgta ctttgtggag agaatgtgtg tgtgtggcag 3550 
ggggccccgc cagggctggg gacagagggt gtcaaacatt cgtgagctgg ggactcaggg 3720 
accggtgctg caggagtgtc ctgcccatgc cccagtcg gc cccatctctc atccttttgg 3780 
ataagtttct attctgtcag tgttaaagat tttgttttgt tggacatttt tttcgaatct 3840 
taatttatta ttttttttat atttattgtt agaaaatgac ttatttctgc tctggaataa 3900 
agttgcagat gattcaaacc g 3921 



<210> 223 
<211> 437 
<212> DMA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> inisc_f eature 
<222> (1) . . (437) 

<223> 3' terminal sequence, tissue inhibitor of 

metalloproteinase 1 (erythroid potentiating 
activity, collagenase inhibitor) (TIMPl) gene. 

<400> 223 

ggaacagggt ggacactgtg caggcttcag cttccactcc gggcaggatt caggctatct 60 
gggaccgcag gacttgccag gngcacagcc ctggctcccg aggcaggcag gcaaggtgac 120 
gggactggaa gcccttttca nagccttgga ggagctggnc cgtccacaag caatgagtgc ■ 180 
cactctgcag tttgcagggg atggataaac agggaaacac tgtgcattcc tcacagccaa 240 
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cagtntaggt cttggtnaag ccccggcgct 
acgaaactnc aggtagtgat gtgcaagagt 
tcctcgttng cggtttttgg ggaccnttgg 
gggttttaag acgaacc 



gagctaagct caggcttttc caggggagcc 300 
ccatcctgca gttttccagc aatnagaaac 3 50 
aagttntc eg cagacatttt tccatgggcc 420 

437 



<210> 224 
<211> 456 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> raisc_f eature 
<222> (1)..{466) 

<223> 5' terminal sequence, tissue inhibitor of 

metalloproteinase 1 {erythroid potentiating 
activity, collagenase inhibitor) (TIMPl) gene. 

<400> 224 

gccncagatc cagcgcccag agagacacca gagaacccac catggccccc tttgnagccc 60 

ctggcttctg gcatcctgtt g ttgctgtgg ctgatagccc ccagcagggc ctgcacctgt 120 

gtcccacccc acccacagac ggccttctgc aattccgacc tcgtcatcag ggccaagttc 180 

gtggggacac cagaagtcaa ecagaccacc ttataccagc gttatgagat caagatgacc 240 

aagatgtata aagggttcca agccttaggg gatgccgctg acatccggtt cgtctacacc 300 

cccgccatgg agagtgtctg cggatacttn cacaggtccc acaaccgnag cgaggagttt 360 

ctcattngct ggaaaactgt aggatggact tcttgcacat tnactacctt gcagttttng 420 

tgggttccct gggaacagtc tgaggtttag ttnagcggtn ggggtt 466 



<210> 225 

<211> 782 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: primer 
<220> 

<221> misc_feature 
<222> (1) . . (782) 

<223> tissue inhibitor of metalloproteinase 1 

(erythroid potentiating activity, collagenase 
inhibitor) (TIMPl) gene. 



<400> 225 

aggggcctta gcgtgccgca 

ccatggcccc ctttgagccc 

ccagcagggc ctgcacctgt 

tcgtcatcag ggccaagttc 

gttatgagat caagatgacc 

acatccggtt cgtctacacc 

acaaccgcag cgaggagttt 

ctacctgcag tttcgtggct 

ccaagaccta cactgttggc 

gcaaactgca gagtggcact 

agggcttcca gtcccgtcac 

agtccctgcg gtcccagata 

gtccaccctg ttcccactcc 



tcgccgagat ccagcgccca 
ctggcttctg gcatcctgtt 
gtcccacccc acccacagac 
gtggggacac cagaagtcaa 
aagatgtata aagggttcca 
cccgccatgg agagtgtctg 
ctcattgctg gaaaactgca 
ccctggaaca gcctgagctt 
tgtgaggaat gcacagtgtt 
cattgcttgt ggacggacca 
cttgcctgcc tgcctcggga 
gcctgaatcc tgcccggagt 
catctttctt ccggacaatg 



gagagacacc agagaaccca 60 
gttgctgtgg ctgatagccc 120 
ggccttctgc aattccgacc 180 
c cagaccacc ttataccagc 240 

agccttaggg gatgccgctg 300 
cggatacttc cacaggtccc 360 
ggatggactc ttgcacatca 420 
agctcagcgc cggggcttca 480 
tccctgttta tccatcccct 540 
gctcctccaa ggctctgaaa 600 
gccagggctg tgcacctggc 6 60 
ggaactgaag cctgcacagt 720 
aaataaagag ttaccaccca 780 
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<210> 226 
<211> 353 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: primer 

<220> 

<221> niisc_f eature 
<222> (1) . . (353) 

<223> 5' terminal sequence, ephrin -al (EFNAl) 
gene . 

<400> 226 

acagctacta ctacatctca gccaaaccca tccaccagca tgaagaccgc tgcttgaggt 60 
tgaaggtgac tgtcagtggc aaaatcactc acagtcctca ggcccatgtc aatccacagg 120 
agaagagact tgcagcagat gacccagagg tgcgggttct acatagcatc ggtcacagtg 180 
ctgccccacg cctcttccca cttgcctgga ctgtgctgct ccttccactt ctgctgctgc 240 
aaaccccgtg aaggtgtatg ccacacctgg ccttaaagag ggaca ggctg aagagaggga 300 
caggcactcc aaacctgtct tgggggccac tttcagagcc cccagccctt ggg 353 



<210> 227 

<211> 1480 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc^feature 

<222> (1) . . (1480) 

<223> ephrin-al (EFNAl) gene. 



<400> 227 

gcggagaaag ccagtgggaa cccagaccca taggagaccc gcgtccccgc tcggcctggc 60 
caggccccgc gctatggagt tcctctgggc ccctctcttg ggtctgtgct gcagtctggc 120 
cgctgctgat cgccacaccg tcttctggaa cagttcaaat cccaagttcc ggaatgagga 180 
ctacaccata catgtgcagc tgaatgacta cgtggacatc atctgtccgc actatgaaga 240 
tcactctgtg gcagacgctg ccatggagca gtacatactg tacctggtgg agcatgagga 300 
gtaccagctg tgccagcccc agtccaagga ccaagtccgc tggcagtgca accggcccag 360 
tgccaagcat ggcccggaga agctgtctga gaagttccag cgcttcacac ctttcaccct 420 
gggcaaggag ttcaaagaag gacacagcta ctactacatc tccaaaccca tccaccagca 480 
tgaagaccgc tgcttgaggt tgaaggtgac tgtcagtggc aaaatcactc acagtcctca 540 
ggcccatgtc aatccacagg agaagagact tgcagcagat gacccagagg tgcgggttct 600 
acatagcatc ggtcacagtg ctgcccca eg cctcttccca cttgcctgga ctgtgctgct 660 
ccttccactt ctgctgctgc aaaccccgtg aaggtgtatg ccacacctgg ccttaaagag 720 
ggacaggctg aagagaggga caggcactcc aaacctgtct tggggccact ttcagagccc 780 
ccagccctgg gaaccactcc caccacaggc ataagctatc acctagcagc ctcaaaacgg 840 
gtcagtatta aggttttcaa ccggaaggag gccaaccagc ccgacagtgc catccccacc 900 
ttcacctcgg agggacggag aaagaagtgg agacagtcct ttcccaccat tcctgccttt 960 
aagccaaaga aacaagctgt gcaggcatgg tcccttaagg cacagtggga gctgagctgg 1020 
aaggggccac gtggatgggc aaagcttgtc aaagatgccc cctccag gag agagccagga 1080 
tgcccagatg aactgactga aggaaaagca agaaacagtt tcttgcttgg aagccaggta 1140 
caggagaggc agcatgcttg ggctgaccca gcatctccca gcaagacctc atctgtggag 1200 
ctgccacaga gaagtttgta gccaggtact gcattctctc ccatcctggg gcagcactcc 12 60 
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ccagagctgt gccagcaggg g ggctgtgcc aacctgttct tagagtgtag ctgtaagggc 1320 
agtgcccatg tgtacattct gcctagagtg tagcctaaag ggcagggccc acgtgtatag 1380 
tatctgtata taagttgctg tgtgtctgtc ctgatttcta caactggagt ttttttatac 1440 
aatgttcttt gtctcaaaat aaagcaatgt gttttttcgg 1480 



<210> 228 

<2ii> no 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) . . (170) 

<223> 3' terminal sequence, endothelin receptor 
type a (EDNRA) gene. 

<400> 228 

ttttaaggtt tctgtaaact tttattttac acttatgggc cactgcaact cagggccttg 60 

gcttctggct catttctaca aagttacttg ttgaaaagat gtagtaaagg tagaaattgg 120 

aaatattcct gctagtaaac cacagttact taccagtcca taaataaaat 170 



<210> 229 

<211> 4105 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) . . (4105) 

<223> endothelin receptor type a (EDNRA) gene. 

<400> 229 

gaattcgcgg ccgcctcttg cggtcccaga gtggagtgga aggtctggag ctttgggagg 60 

agacggggag gacagactg g aggcgtgttc ctccggagtt ttctttttcg tgcgagccct 120 

cgcgcgcgcg tacagtcatc ccgctggtct gacgattgtg gagaggcggt ggagaggctt 180 

catccatccc acccggtcgt cgccggggat tggggtccca gcgacacctc cccgggagaa 240 

gcagtgccca ggaagttttc tgaagccggg gaagctgtgc agccgaagcc gccgccgcgc 300 

cggagcccgg gacaccggcc accctccgcg ccacccaccc tcgctttctc cggcttcctc 360 

tggcccaggc gccgcgcgga cccggcagct gtctgcgcac gccgagctcc acggtgaaaa 420 

aaaaagtgaa ggtgtaaaag cagcacaagt gcaataagag atatttcctc aaatttgcct 480 

caagatggaa accctttgcc tcagggcatc cttttggct g gcactggttg gatgtgtaat 540 

cagtgataat cctgagagat acagcacaaa tctaagcaat catgtggatg atttcaccac 600 

ttttcgtggc acagagctca gcttcctggt taccactcat caacccacta atttggtcct 660 

acccagcaat ggctcaatgc acaactattg cccacagcag actaaaatta cttcagcttt 720 

caaatacatt aacactg tga tatcttgtac tattttcatc gtgggaatgg tggggaatgc 780 

aactctgctc aggatcattt accagaacaa atgtatgagg aatggcccca acgcgctgat 840 

agccagtctt gcccttggag accttatcta tgtggtcatt gatctcccta tcaatgtatt 900 

taagctgctg gctgggcgct ggccttttga tcacaatgac tttggcgtat ttctttgca a 960 

gctgttcccc tttttgcaga agtcctcggt ggggatcacc gtcctcaacc tctgcgctct 1020 

tagtgttgac aggtacagag cagttgcctc ctggagtcgt gttcagggaa ttgggattcc 1080 

tttggtaact gccattgaaa ttgtctccat ctggatcctg tcctttatcc tggccattcc 1140 

tgaagcgatt ggcttcgtca tggtaccctt tgaa tatagg ggtgaacagc ataaaacctg 1200 

tatgctcaat gccacatcaa aattcatgga gttctaccaa gatgtaaagg actggtggct 1260 
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cttcgggttc tatttctgta tgcccttggt 

ttgtgagatg ttgaacagaa ggaatggcag 

gcagcgtcga gaagtggcaa aaacagtttt 

gttccctctt cacttaagcc gtatattgaa 

ccgatgtgaa ttacttagtt tcttactgct 

catgaattca tgtataaacc ccatagctct 

tttccagtca tgcctctgct gctgctgtta 

catgaacgga acaagcatcc agtggaagaa 

gagcagccat aaggacagca tgaactgacc 

aatcctctcg gagaaaaaaa tc acaaggca 

cttcttcctt aattcactcc cacacccaag 

ctggtttatc cacccacaac atctacgaat 

ttctgcgtgt tgtattcagc actaaaaaat 

aaatgaaacc agaaggatat ttactacttt 

ctagctttta tggcagttct ggtgaatgtt 

agattaacga caagattttc tacttttttt 

atatgggctc aggtcacttt tatttgaaat 

taatagccta acatgattat ttgaacttat 

aatagtattc aggtgagcaa ttagattagt 

acacaaattc taaagctaca acaaatacta 

tttggcagtt taatagatgt tactcaaaga 

atggtgtttt attacaaggg accttgaaca 

ttcaatcaga tagttctttt tcacaagttc 

aaaatcaatg tcaagtacca aaatgttaat 

tcagtgcact gtatatagaa gtctaaaaca 

atgattcgga aattttcatt caggtatttg 

cacctcctat tctcttaatt tttgttaaaa 

ttcccttttc catataggaa acat aatttt 

gaaaaataat tacccacaaa tgccaccagt 

tcagtatgaa cctaactccc caccccaaca 

ggcccacagt gacttttgct gggcattttc 

aaaatctttt actagtgtgt gtgtgtatat 

atttttctag actgtctctg tggaatatat 

ggtatgtatg gatttaatct aatctaataa 

gtctgagcta aaatctaggt gattgttcat 

tgtagcaacc ttctgcattc ataaatcttg 

agaggcagcg tgaaagcaga tgagctgtgg 

tggtttgata aagcagtatt tggggtcata 

cactttgaag tattatattg ttcttatcct 

tgtctgatat ttctttcaga cttcgccaga 

atttgttggg ccatatttta ggacaggtaa 

caaggctaag aagtactgcc cttttgtgtg 

catcatatgc agtgatatat gcctataata 

acaattgtct ttttttcaag atgctttgtt 

.attcagaaag tcatagattt ctgaaggcgt 

taactgtggt ttactagcag gaatat ttcc 

agtaactttg tagaaatgag ccagaagcca 

taaaataaaa gtttacagaa acctt 



PCT/1B01/028]1 

150/292 

gtgcactgcg atcttctaca ccctcatgac 1320 
cttgagaatt gccctcagtg aacatcttaa 1380 
ctgcttggtt gtaatttttg ctctttgctg 1440 
gaaaactgtg tataacgaaa tggacaagaa 1500 
catggattac atcggtatta acttggcaac 1550 
gtattttgtg agcaagaa at ttaaaaattg 1620 
ccagtccaaa agtctgatga cctcggtccc 1680 
ccacgatcaa aacaaccaca acacagaccg 1740 
acccttagaa gcactcctcg gtactcccat 1800 

actgtgactc cgggaatctc ttctctgatc 1860 
aagaaatgct ttccaaaacc gcaaggtaga 1920 
cgtacttctt taattgatct aatttacata 1980 
ggtgggagct gggggagaat gaagactgtt 2 040 
tgcatgaaaa tagagctttc aagtacatgg 2100 
caatgggaac tggtcaccat gaaactttag 2160 
aagtgatttt ttgtccttca gccaaacaca 2220 
gtcatt tggt gccagtattt tttaactgca 2280 
ttacacatag tttgaaaaaa aaaagacaaa 2340 
attttccacg tcactattta tttttttaaa 2400 
caggccctta aagcacagtc tgatgacaca 2460 
attttttaag aactgtattt tattttttaa 2520 
tgttttgtat gttaaattca aaagtaatgc 2580 
aatactgttt ttcatgtaaa ttttgtatga 2640 
gtatgtgtca tttaactctg cctgagactt 2700 
cacctaagag aaaaagatcg aatttttcag 27 60 
taatagtgac atatatatgt atatacatat 2820 
tgttaactgg cagtaagtct tttttgatca 2880 

gaagtggcca gatgagttta tcatgtcagt 2940 
aacttaacga ttcttcactt cttggggttt 3000 
tctccctccc acattgtcac catttcaaag 3060 
ccagatgttt acagactgtg agtacagcag 312 0 
atataaacaa ttgtaaattt cttttagccc 3180 
ttgtgtgtgt gatatatgca tgtgtgtgat 3240 
ttgtgccccg cagttgtgcc aaagtgcata 3300 
catgacaa cc tgcctcagtc cattttaacc 3360 
taatcatgtt accattacaa atgggatata 3420 
actagcaata tagggttttg tttggttggt 3480 
ttgtttcctg tgctggagca aaagtcatta 3540 
caattcaatg tggtgatgaa attgccaggt 3500 
cagattgctg ataataaatt aggtaagata 3660 
aataacatca ggttccagtt gcttgaattg 3720 
ttagcagtca aatctattat t ccactggcg 3780 
taagccatag gttcacacca ttttgtttag 3840 
tctttcatat gaaaaaaatg cattttataa 3900 
caacgtgcat tttatttatg gactggtaag 3950 

aatttctacc tttactacat cttttcaaca 4020 
aggccctgag ttggcagtgg cccataagtg 4080 

4105 



<210> 230 
<211> 240 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) . . (240) 
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<223> 3' terminal sequence, growth factor 

receptor -bound protein 2 (GRB2) gene. 

<400> 230 

ggtttcttgt tttttattat tggcgtcagt agngactata cgtggcctta aacgtcatgc 60 

actgatggac agaagagaaa aaaggatgaa aaaaaagaca aaggagggga aagaggagca 12 0 

gcagtgaaan tttgtaataa aaactcttct taatttatag gtaagttttg gcatttttaa 180 

atccaacgcc ccctcccacc ccctaaagtt ccaaccaaag tgagagggtc acagggtgac 240 



<210> 231 
<211> 475 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence :primer 
<220> 

<221> misc_feature 
<222> (1) . . (475) 

<223> 5' terminal sequence, growth factor 

receptor -bound protein 2 (GRB2) gene. 

<400> 231 

cttaatggaa aagacggctt cattcccaag aactacatag aaatga aacc acatccgtgg 50 

ttttttggca aaatccccag agccaaggca gaagaaatgc ttagcaaaca gcggcacgat 120 

ggggcctttc ttatccgaga gagtgagagc gctcctgggg acttctccct ctctgtcaag 180 

tttggaaacg atgtgcagca cttcaaggtg ctccgagatg gagccgggaa gtacttcctc 240 

tgggtggtga agttcaattc tttga atgag ctggtggatt atcacagatc tacatctgtc 300 

tccagaaacc agcagatatt cctgcgggga cattaggaac aggtgccaca gcaggccgac 360 

atacgttcca ggggcctttt tttgattttt gattccccag gggggnttgg ngaggttggg 420 

ttttccgccg ggggagattt tattccatgt tcntgggttn aatttaggaa ccntt 475 



<210> 232 

<211> 1109 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 
<222> (1)..(1109) 

<223> growth factor receptor -bound protein 2 
(GRB2) gene. 

<400> 232 

gccagtgaat tcgggggct c agccctcctc cctcccttcc ccctgcttca ggctqctgag 60 

cactgagcag cgctcagaat ggaagccatc gccaaatatg acttcaaagc tactgcagac 120 

gacgagctga gcttcaaaag gggggacatc ctcaaggttt tgaacgaaga atgtgatcag 180 

aactggtaca aggcagagct taatggaaaa gacggcttca ttcccaagaa ctacatagaa 2 40 

atgaaaccac atccgtggtt ttttggcaaa atccccagag ccaaggcaga agaaatgctt 300 

agcaaacagc ggcacgatgg ggcctttctt atccgagaga gtgagagcgc tcctggggac 360 

ttctccctct ctgtcaagtt tggaaacgat gtgcagcact tcaaggtgct ccgagatgga 420 

gccgggaagt acttcctctg ggtggtgaag ttcaattctt tgaatgagct ggtggattat 480 

cacagatcta catctgtctc cagaaaccag cagatattcc tgcgggacat agaacaggtg 540 

ccacagcagc cgacatacgt ccaggccctc tttgactttg atccccagga ggatggagag 600 

ctgggcttcc gccggggaga ttttatccat gtcatggata actcagaccc caactggtgg 660 
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aaaggagctt gccacgggca gaccggcatg tttccccgca attatgtcac ccccgtgaac 720 
cggaacgtct aagagtcaag aagcaattat ttaaagaaag tgaaaaatgt aaaacacata 780 
caaaagaatt aaacccacaa gctgcctctg acagcagcct gtgagggagt gcagaacacc 840 
tggccgggtc accctgtgac cctctcactt tggttggaac tttagggggt gggagggggc 900 
gttggattta aaaatgccaa aacttaccta taaattaaga agagttttta ttacaaattt 960 
tcactgctgc tcctctttcc cctcctttgt cttttttttc atcctttttt ctcttctgtc 1020 
catcagtgca tgacgtttaa ggccacgtat agtcctagct gacgccaata ataaaaaaca 1080 
agaaaccaaa aaaaaaaaac ccgaattca 1109 



<210> 233 
<211> 446 

<212> DHA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) . , (446) 

<223> 3' terminal sequence, jun d proto -oncogene 
(JUND) gene. 



<400> 233 

cgcgcgtctc ggctgccnng ntgtacaccg cgccggaaag tggggctccg agggggcgca 60 
ctcaaaaccc tgcctttcct ttacttttac tttttttttt ttttctttgg aagagagaag 120 
aacagagtgt tcgattctgc cctatttatg tttctactcg ggaacaaacg ttggttgtgt 180 
gtgtgtgtgt tttcttgtgt tggtttttta a agaaatggg aagaaigaaaa aaaaattctc 240 
cgcccctttc ctcgatctcg ctcccccctt cggttctttc gaccgggtcc cccctccctt 300 
tttttgttct gttttgtttt gttttgctac gagtccacat tcctgtttgt aatccttggg 360 
ttcgnccggt tttctgtttt cagtaaagtc tcgttacggc aaaacctcgt gccgaatttt 420 
tggggctcga ggggcaaaat ttccca 446 



<210> 234 

<211> 1891 

<212> DNA/RWA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence .-primer 

<220> 

<221> mi3c_feature 
<222> (1) . . (1891) 

<223> jun d proto -oncogene (JUND) gene. 



<400> 234 

ccgaggctat aagagggcgc acaagtggcg cggcgcagga gccgccgcca gtggagggcc 60 
gggcgctgcg gccgcggccg gggcgggcgc agggccgagc ggacgggggg gcgcgggccc 120 
cccgggaggc cgcggccact cccccccggg ccggcgcggc gggggaggcg gaggatggaa 180 

acacccttct acggcgatga ggcgctg age ggcctgggcg gcggcgccag tggcagcggc 240 
ggcacgttcg cgtccccggg ccgcttgttc cccggggcgc ccccgacggc cgcggccggc 300 
agcatgatga agaaggacgc gctgacgctg agcctgagtg agcaggtggc ggcagcgctc 350 
aagcctgcgc ccgcgcccgc ctcctacccc cctgccgccg acggcgcccc cagcgcggca 420 
ccccccgacg gcctgctcgc ctctcccgac ctggggctgc tgaagctggc ctcccccgag 480 
ctcgagcgcc tcatcatcca gtccaacggg ctggtcacca ccacgccgac gagctcacag 540 
ttcctctacc ccaaggtggc ggccagcgag gagcaggagt tcgccgaggg cttcgtcaag 600 
gccctggagg atttacacaa gcagaaccag ctcggcgcgg gccgggc cgc tgccgccgcc 660 
gccgccgccg ccggggggcc ctcgggcacg gccacgggct ccgcgccccc cggcgagctg 720 
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gccccggcgg cggccgcgcc cgaagcgcct 
ggcgccgggg gcgcgggggg cgccgcgacg 
ccgccgccgc cacccccagg cgcgt tgggg 
ccacagacgg tgcccgacgt gccgagcttc 
atggacacgc aggagcgcat caaggcggag 
tccaagtgcc gcaagcgcaa gctggagcgc 
ctcaagagtc agaacacgga gctggcgtcc 
cagctcaagc agaaagtcct cagccacgtc 
caggtcccgg cgtactgagt cgggcatggc 
ggtgtcgtgg gcgccccgga cttggagagg 
gtgcccagga actcagagag gcgcggcccc 
ggaaggggcg ccccggactc gacaagctgg 
ccccccgccc tcgcgctgcc tctttccccc 
gcgtctcggc tgcccctttg tacaccgcgc 
aaccctgcct ttcctttact tttacttttt 
gttcgattct gccctattta tgtttctact 
tgttttcttg tgttggtttt ttaaagaaat 
ttcctcgatc tcgctccccc ttcggtcttt 
tgttttgttt tgttttgcta cgagtccaca 
tttctgtttt cagtaaagtc tcgttacgcc 



gtctacccga acctgagcag ctacgcgggc T80 
gtcgccttcg ctgccgaacc tgtgcccttc 840 
ccgccgcgcc tggctgcgct caaggacgag 900 
ggcgagagcc cgccgttgtc gcccatcgac 960 
cgcaagcggc tgcgcaaccg catcgccgcc 102 0 
atctcgcgcc tggaagagaa agtgaagacc 1080 
acggcgagcc tgctgcgcga gcaggtggcg 1140 
aacagcggct gccagctgct gccccagcac 1200 
ggccacctcc aaggggcggg ctcgcggggg 1260 
gtgcggccct ccaccccccc ctccccgagt 1320 
ggggattccc ccccgaggtg cccaggactc 138 0 
accccctgct cccgggggcg agcgcatgac 1440 
gcgcggccgc cccgtgttgc acaaacccgc 1500 
cgcaaggggg ctccgagggg gcgcacgtca 1560 
ttttttcttt ggaagagaga agaacagagt 1620 
cggggaacaa acgttggttg tgtgtgtgtg 1680 
gggaagaaga aaaaaaaatt ctcc gcccct 1740 
cgaccgtccc cccctcccct ttttttgttc 1800 
ttcctgtttg taatccttgg ttcgcccggt 1860 
a 1891 



<210> 235 
<211> 421 
<212> DNa 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) . . (421) 

<223> 3' terminal sequence, swi/snf related, 

matrix associated, actin dependent regulator of 
chromatin, subfamily a, member 2 (SMARCA2) gene. 

<400> 235 

accaaaagtc ttcaagccac gagcggaggg cattcctgca ggccatcttg gagcatgagg 60 

aggaaaatga ggaagaagat gaagtaccgg acgatgagac tctgaaccaa atgattgctc 120 

gacgagaaga agaatttgac ctttttatgc ggatggacat ggaccggcgg agggaagatg 180 

cccggaaccc gaaacggaag ccccgtttaa tggaggagga tgagctgccc tcctggntca 240 

ttaaggatga cgctgaagta gaaaggctca cctgtgaaga agaggaggag aaaatatttg 300 

ggagggggtc ccgccagcgc cgtgacgtgg actacagtga cgccctcacg gagaagcagt 360 

ggctaaaggg ccntcgaaga cggcatttng gaggaattng aagaggaata c ggttaagaa 420 
g 421 



<210> 236 
<211> 438 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> inisc_f eature 
<222> (1) . . (438) 

<223> 5' terminal sequence, swi/snf related, 

matrix associated, actin dependent regulator of 
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chromatin, subfamily a, member 2 (SMARCA2) gene. 

<400> 236 

tggcaatttt ctgccgggca ctcttaaaca ctgactgtaa gacgatggag tcttcataga 60 
tctgggatcG ctccaggttg aacgtctgag eg ttgtgaca gagaagcatg acatccttct 120 
ccaggtcgcc taggctccgg tacttatgat tacgaatcct ttcctttatt tttttgaaat 180 
ccactggctt cctaattaat tcatagtatt ctggtaattc tttccttgaa ggtaactgaa 240 
tgaagacttc actgagctgt cgccctgaac tgtttccttc tatttccaac tgagaattac 300 
tgggcacctt ctccacgtta cacctatctt tgtagtttat cacagtattc gatgattagc 360 
gttcatctgg ctttgtcagt ttggggggga tttggtgaca gntttntcag cgggagggcg 420 
gcctcttctc ttcttagg 438 



<210> 237 

<211> 5257 

<212> DlSiA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) . . (5257) 

<223> swi/snf related, matrix associated, actin 

dependent regulator of chromatin, subfamily a,- 
member 2 (SMARCA2) gene. 



<400> 237 

aaaaattttc tgttaccaaa ttttacaact tctaataaga ctactataac tttatgtaaa 60 
ctgatgaaga tgtgctgatt aacatattct gtgatatggt ttacaacttt taatcataat 120 
tgtccatgat tttggaatgc tgttatttat cagtaaatgt aaaatatttg aggcatttag 180 
ccatacacac actagaactt tttaaaactt tgtcctatag tgtaatta ta aactgatgac 240 
tattatcttc atacattgag tcttcatgca tcaatgaaat gaaaaatata ggagtagatg 300 
tccacgccca cagaccctgg tgcgatgccc cacccagggc cttcgccggg gcctgggcct 360 
tcccctgggc caattcttgg gcctagtcca ggaccaggac catccccagg ttccgtccac 420 
agcatgatgg ggccaagtcc tggacc tcca agtgtctccc atcctatgcc gacgatgggg 480 
tccacagact tcccacagga aggcatgcat caaatgcata agcccatcga tggtatacat 540 
gacaagggga ttgtagaaga catccattgt ggatccatga agggcactgg tatgcgacca 600 
cctcacccag gcatgggccc tccccagagt ccaatggatc aacacagcca aggttatatg 660 
tcaccacacc catctccatt aggagcccca gagcacgtct ccagccctat gtctggagga 720 
ggcccaactc cacctcagat gccaccaagc cagccggggg ccctcatccc aggtgatccg 780 
caggccatga gccagcccaa cagaggtccc tcacctttca gtcctgtcca gctgcatcag 840 
cttcgagctc agattttagc ttataaaatg ctggcccgag gccagc ccct ccccgaaacg 900 
ctgcagcttg cagtccaggg gaaaaggacg ttgcctggct tgcagcaaca acagcagcag 960 
caacagcagc agcagcagca gcagcagcag cagcagcagc agcaacagca gccgcagcag 1020 
cagccgccgc aaccacagac gcagcaacaa cagcagccgg cccttgttaa ctacaacaga 1080 
ccatctggcc cggggccgga go tgagcggc ccgagcaccc cgcagaagct gccggtgccc 1140 
gcgcccggcg gccggccctc gcccgcgccc cccgcagccg cgcagccgcc cgcggccgca 1200 
gtgcccgggc cctcagtgcc gcagccggcc ccggggcagc cctcgcccgt cctccagctg 1260 
cagcagaagc agagccgcat cagccccatc cagaaaccgc aaggcctgga ccccgtggaa 1 320 
attctgcaag agcgggaata cagacttcag gcccgcatag ctcataggat 'acaagaactg 1380 
gaaaatctgc ctggctcttt gccaccagat ttaagaacca aagcaaccgt ggaactaaaa 1440 
gcacttcggt tactcaattt ccagcgtcag ctgagagagg aggtggtggc ctgcatgcgc 1500 
agggacacga ccctggagac ggctctcaac tccaaa gcat acaaacggag caagcgccag 1550 
actctgagag aagctcgcat gaccgagaag ctggagaagc agcagaagat tgagcaggag 1620 
aggaaacgcc gtcagaaaca ccaggaatac ctgaacagta ttttgcaaca tgcaaaagat 1680 
tttaaggaat atcatcggtc tgtggccgga aagatccaga agctctccaa agcagtggca 1740 
acttggcatg ccaacactga aagagagcag aagaaggaga cagagcggat tgaaaaggag 1800 
agaatgcggc gactgatggc tgaagatgag gagagttata gaaaactgat tgatcaaaag 1860 
aaagacaggc gtttagctta ccttttgcag cagaccgatg agtatgtagc caatctgacc 1920 
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aatctggttt gggagcacaa gcaagcccag gcagccaaag agaagaagaa gaggaggagg 1980 
aggaagaaga aggctgagga gaatgcagag ggtggggagt ctgccctggg accggatgga 2040 
gagcccatag atgagagcag ccagatgagt gacctccctg tcaaagtgac tcacacagaa 2100 
accggcaagg ttctgttcgg accagaagca cccaaagcaa gtcagctgga cgcctggctg 2160 
gaaatgaatc ctggttatga agtt gcccct agatctgaca gtgaagagag tgattctgat 2220 
tatgaggaag aggatgagga agaagagtcc agtaggcagg aaaccgaaga gaaaatactc 2280 
ctggatccaa atagcgaaga agtttctgag aaggatgcta agcagatcat tgagacagct 2340 
aagcaagacg tggatgatga atacagcatg cagtacagtg ccaggggctc ccagtcctac 240 0 
tacaccgtgg ctcatgccat ctcggagagg gtggagaaac agtctgccct cctaattaat 2460 
gggaccctaa agcattacca gctccagggc ctggaatgga tggtttccct gtataataac 2520 
aacttgaacg gaatcttagc cgatgaaatg gggcttggaa agaccataca gaccattgca 2580 
ctcatcactt atctgatgga gcacaaaaga ctcaatgg cc cctatctcat cattgttccc 2640 
ctttcgactc tatctaactg gacatatgaa tttgacaaat gggctccttc tgtggtgaag 2700 
atttcttaca agggtactcc tgccatgcgt cgctcccttg tcccccagct acggagtggc 2760 
aaattcaatg tcctcttgac tacttatgag tatattataa aagacaagca cattcttgca 2820 
aagattcggt ggaaatacat gatagtggac gaaggccacc gaatgaagaa tcaccactgc 2880 
aagctgactc aggtcttgaa cactcactat gtggccccca gaaggatcct cttgactggg 2940 
accccgctgc agaataagct ccctgaactc tgggccctcc tcaacttcct cctcccaaca 3000 
atttttaaga gctgcagcac atttgaacaa tggttcaatg ctccatttgc c atgactggt 3060 
gaaagggtgg acttaaatga agaagaaact atattgatca tcaggcgtct acataaggtg 3120 
ttaagaccat ttttactaag gagactgaag aaagaagttg aatcccagcr tcccgaaaaa 3180 
gtggaatatg tgatcaagtg tgacatgtca gctctgcaga agattctgta tcgccatatg 3240 
caagccaagg ggatccttct cacaga tggt tctgagaaag ataagaaggg gaaaggaggt 3300 
gctaagacac ttatgaacac tattatgcag ttgagaaaaa tctgcaacca cccatatatg 3360 
tttcagcaca ttgaggaatc ctttgctgaa cacctaggct attcaaatgg ggtcatcaat 3420 
ggggctgaac tgtatcgggc ctcagggaag tttgagctgc ttgatcgtat tctgccaaaa 3480 
ttgagagcga ctaatcaccg agtgctgctt ttctgccaga tgacatctct catgaccatc 3540 
atggaggatt attttgcttt tcggaacttc ctttacctac gccttgatgg caccaccaag 3600 
tctgaagatc gtgctgcttt gctgaagaaa ttcaatgaac ctggatccca gtatttcatt 3660 
ttcttgctga gcacaagagc tggtggcctg ggcttaaatc ttcaggcagc tcatacagtg 3720 
gtcatctttg acagcgactg gaatcctcat caggatctgc aggcccaaga ccgagctcac 3780 
cgcatcgggc agcagaacga ggtccgggta ctgaggctct gtaccgtgaa cagcgtggag 3840 
gaaaagatcc tcgcggccgc aaaatacaag ctgaacgtgg atcagaaagt gatccaggcg 3900 
ggcatgtttg acca aaagtc ttcaagccac gagcggaggg cattcctgca ggccatcttg 3960 
gagcatgaag aggaaaatga ggaagaagat gaagtaccgg acgatgagac tctgaaccaa 4020 
atgattgctc gacgagaaga agaatttgac ctttttatgc ggatggacat ggaccggcgg 4080 
agggaagatg cccggaaccc gaaacggaag ccccgtttaa tggaggagga tga gctgccc 4140 
tcctggatca ttaaggatga cgctgaagta gaaaggctca cctgtgaaga agaggaggag 4200 
aaaatatttg ggagggggtc ccgccagcgc cgtgacgtgg actacagtga cgccctcacg 4260 
gagaagcagt ggctaagggc catcgaagac ggcaatttgg aggaaatgga agaggaagta 4320 
cggcttaaga agcgaaaaag acgaagaa at gtggataaag atcctgcaaa agaagatgtg 4380 
gaaaaagcta agaagagaag aggccgccct cccgctgaga aactgtcacc aaatcccccc 4440 
aaactgacaa agcagatgaa cgctatcatc gatactgtga taaactacaa agatagttca 4500 
gggcgacagc tcagtgaagt cttcattcag ttaccttcaa ggaaagaatt accagaatac 4560 
tatgaattaa ttaggaagcc agtggatttc aaaaaaataa aggaaaggat tcgtaatcat 4620 
aagtaccgga gcctaggcga cctggagaag gatgtcatgc ttctctgtca caacgctcag 4 58'0 
acgttcaacc tggagggatc ccagatctat gaagactcca tcgtcttaca gtcagtgttt 4740 
aagagtgccc ggcagaaaat tgccaaagag gaagagagtg a ggatgaaag caatgaagag 4800 
gaggaagagg aagatgaaga agagtcagag tccgaggcaa aatcagtcaa ggtgaaaatt 4860 
aagctcaata aaaaagatga caaaqgccgg gacaaaggga aaggcaagaa aaggccaaat 4 920 
cgaggaaaag ccaaacctgt agtgagcgat tttgacagcg atgaggagca ggatgaacgt 4980 
gaacagtcag aaggaagtgg gacggatgat gagtgatcag tatggacctt tttccttggt 5040 
agaactgaat tccttcctcc cctgtctcat ttctacccag tgagttcatt tgtcatatag 5100 
gcactgggtt gtttctatat catcatcgtc tataaactag ctttaggata gtgccagaca 5160 
aacatatgat atcatggtgt aaaaaacaca cacatacaca aatatttgtg accaa atggg 5220 
cctcaaagat tcagattgaa acaaacaaaa agctttt 5257 



<210> 238 
<211> 507 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) . . (507) 

<223> 3' terminal sequence, protein phosphatase 2 

(formerly 2a), regulatory subunit b (pr 52), gamma 
isoform (PPP2R2C) gene. 

<400> 238 

tacatgctca cccgggacta ccttacagtc tatggatggg acctgaacat ggaggcaaga 60 
cccatagaga cctaccaggt ccatgactac cttcggagca agctctgttc cctgtacgag 120 
aacgactgca ttttcgacaa gtttgaatgt gcctggaacg ggagcgacan tncatcatga 180 
ccggggccta caacaacttc ttccgcatgt tcgatcggaa caccaagcgg gacgtgaccc 240 
tgggaggcct cgagggaaag cagcaagccc cgggctgtgc tcaagccacg gcgcgtgtgc 300 
gtgggggggc aagcgccggc gtgnatga ca tcagtgtggg acagcttggg acttcaccaa 360 
gaagatcctg cacacggcct ggcacccggc tgaggaacat catttgccat tcgccgccac 420 
caacaacctg ttacatcttt ccaggggcaa ggtaaatttt tgacattgca ttaggtattn 480 
tgcaatttcc cggnccttgc caaccca 507 



<210> 239 
<211> 521 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 
<222> (1) . . (521) 

<223> 5" terminal sequence, protein phosphatase 2 

(formerly 2a), regulatory subunit b (pr 52), gamm a 
isoform (PPP2R2C) gene. 

<400> 239 

taaacagaca attactgcca aacacaattc tggcctagga aagcggggnn gggagggggc 60 
ccaaacttcc tgtgtccaca cactgccacc tctgcagctg tcctcatcag tggtgtgact 120 

ttcttcccct ccttgcattg cggtcgtgaa ggtcatgtcg gggatgactt gcatgaggct 180 
gggtggcagg ggccgggaac tgcacatacc tagtgcatgt cagagtttac cttgtcctgg 240 
aagatgtaca ggttgttggt ggcggcgatg gcaatgatgt tctcagccgg gtgccaggcc 300 
gtgtgcagga tcttcttggt gaagtccaag ctgttccaaa atgatgtcat cacgccggcc 360 
cttgcccccc acgnaaangg nccnttggtt tnagcaaagc ccng ggtttg ttgcttttcc 420 
ctngnaggcn tncaggntca agtnccnttt ggtnttnccc gatcgaacat ncggaagaat 480 
tttttttagg cccccntcat gatgaacgtg tncgttccct t 521 



<210> 240 
<211> 350 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc feature 
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<222> (1) . . (350) 

<223> 3' terminal sequence, throinbospondin 3 
[THBS3) gene. 

<400> 240 

cagattcatt nnngganntg cctgtgacaa ttgccccaac gttcccaaca atgaccagaa 60 

ggacacagat ggcaatgggg aaggagatgc ctgtgacaac gac gtggatg gggatggtgc 120 

aggcctgggg ctgaaggggt ggctggggga cctgtgagaa tttggatcag gtggggatga 180 

agcagggaag ctaggaagtc tctgtgaaat agggaggcag gcttntggac gttggcctgg 240 

gtgaggagag attacctgca gcagatgtca ataggaatnt gaggtagggc gtagtnttag 300 

gcagagtttg gactagaggg t nagacaaga aacaggcaga tttcctggcc 350 



<210> 241 

<211> 2871 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc__feature 
<222> {1)..(2871) 

<223> throinbospondin 3 (THBS3) gene. 

<400> 241 

atggagacgc aggaacttcg gggggccctg gctcttctcc tcctttgctt tttcacatct 60 
gccagtcagg atctgcaggt aattgacctg ctgactgtgg gcgagtctcg gcagatggta 120 
gctgtggcag agaagatccg gacagccttg ctcactgctg gggacatcta cctcttatcc 180 
accttccgcc tgccccccaa gcagggtggt gtcctctttg g cctctattc tcgccaagac 240 
aacactcgat ggctggaggc ctctgttgta ggcaagatca acaaagtact ggtgcgatac 300 
cagcgggagg atggcaaagt ccacgccgtg aacctacagc aagcgggcct ggctgatggg 360 
cgcacacaca cagttctcct gcgactccga ggtccctcca gacccagccc tgccctacat 420 
ctctacgtgg actgcaaact gggtgaccaa catgcaggcc ttccagcact ggcccccatt 480 
cctccagcgg aggtcgatgg gctggagatt aggactggac agaaggcgta tttgaggatg 540 
cagggctttg tggaatctat gaaaattatt ctgggtgggt ccatggcccg ggtaggagcc 600 
ctgagtgagt gtccattcca aggggacgag tccatccaca gtgcagtgac caatgcactg 6 50 
cactccattc taggggagca gaccaaggcg ctggtcaccc aactcaccct cttcaaccag 720 
atcctggtgg agctgcggga tgatatacga gaccaggtaa aggaaatgtc cctgatccga 7 80 
aacaccatta tggagtgtca ggtgtgcggc ttccatgagc agcgttccca ctgcagcccc 840 
aatccctgct tccgaggtgt ggactgcatg gaagtgtacg agtacccagg ctaccgctgt 900 
gggccctgcc cccctggcct gcagggcaac ggcacccact gcagtgacat caatgagtgt 960 
gctcacgctg acccctgttt cccgggctcc agctgcatca acaccatgcc cggcttccac 1020 
tgtgaggcct gtcctcgagg gtacaagggc acacaggtgt ctggtgtggg cattgactat 1080 
gcccgggcca gcaaac aggt ctgcaatgac atcgatgaat gcaacgatgg caacaatggt 1140 
ggctgtgacc caaactccat ctgcaccaac actgtgggct ctttcaagtg tggtccctgc 1200 
cgcctgggtt tcctgggcaa ccagagccag ggctgcctcc cagcccggac ctgccacagc 1260 
ccagcccaca gcccctgcca catccatgct cactgtctct ttgaacgcaa tggtg cagtg 1320 
tcctgccagt gtaacgtggg ctgggctggg aatgggaacg tgtgtgggac tgacacagac 1380 
atcgatggct acccagacca agcactgccc tgcatggaca acaacaaaca ctgcaaacag 1440 
gacaactgcc ttttgacacc caactctggg caggaagatg ctgataatga tggtgtgggg 1500 
gaccagtgtg atgatgatgc tgatggggat gggatcaaga atgttgagga caactgccgg 1560 
ctgttcccca acaaagacca gcagaactca gatacagatt catttggtga tgcctgtgac 1620 
aattgcccca acgttcccaa caatgaccag aaggacacag atggcaatgg ggaaggagat 1680 
gcctgtgaca acgacgtgga tggggatggc atccccaatg gattggacaa ttgccctaaa 1740 
gtccccaacc cactacagac agacagggat gaggacgggg tgggagatgc ttgcgacagc 1800 
tgccctgaaa tgagcaatcc tacccagaca gatgcagaca gcgacctggt gggggatgtc 1860 
tgtgatacta atgaagacag cgatggggat gggcatcagg acaccaagga caactgccca 1920 
cagctgccaa atagctccca gctggactct gataacgatg gac ttggaga tgagtgtgat 1980 
ggggatgatg acaatgatgg catcccagat tatgtgcctc ctggtcccga taactgccgc 2040 
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ctggtaccca atcccaatca gaaggactca gatggcaatg gcgttggtga tgtgtgtgag 2100 

gatgactttg acaatgatgc tgtggtcgac cccctggatg tgtgtcctga aagtgcagag 2160 

gtaacgctta cggatttt eg ggcctatcag accgtcgtcc tggatcctga gggtgatgct 2220 

cagattgacc caaactgggt tgtgctcaac cagggcatgg aaatcgttca gaccatgaac 2280 

agtgaccctg gcttggcagt tggatacacg gccttcaatg gtgtggactt tgaaggcacc 2340 

ttccatgtga acacagtgac tgatgatgac tacgcaggct ttctcttcag ttatcaa gac 2400 

agtggccgct tctacgtagt catgtggaag cagaccgagc agacctactg gcaggctaca 2460 

cccttccggg cggttgccca gcccgggctg cagctcaagg cagtgacatc agtgtctggc 2520 

ccaggtgagc acctccgaaa tgccctgtgg catactggcc acacccctga tcaggtacga 2580 
ctcctgtgga cagacccacg aaatgtgggc t ggcgggaca agacctccta tcgctggcag 264 0 

cttctgcacc ggcctcaagt tggctacatt cgggtgaagc tctatgaggg accccagctt 2700 

gtggcggatt ctggggtgat cattgacaca tccatgcgag gggggcgtct tggtgtattc 2760 

tgcttctccc aagaaaacat aatttggtcc aatctccagt atcgatgcaa tgacacagtg 2820 

cctgaggact ttgagccatt ccggaggcag ctgctccagg gaagggtgtg a 2871 



<210> 242 
<211> 509 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_f eature 
<222> (1) . . (509) 

<223> 3' terminal sequence, actin, gamma 1 (ACTGl) 
gene . 

<400> 242 

cacttttatt ttnccttaca caatgacgtg ttgctggggc ctaatgtnct cacataacag 60 

tagaaaacca aaatttgttg tcatctcttc aaagantcga ganttgcgta caaaaaaaac 120 

cttacataan ttaagantga ntacatttac aggcgtaaat gcaaaccgnt tccaactcaa 180 

agcaagtaac agcccacggt gttctggcca aagacatcag ctaagaaagg aaactggggn 240 

cctacggctt gggactttcc aaccctggac aggacccgca aggncaaaac aactgggttc 300 

ttgccagcct ctaggaggaa ttcccggaac actcaggccc tggacangtt taataccagg 360 

ggggancagt taactttcan tacaggggnc aaaatcaggc aacagttt tt accantccag 420 

tggctggttt cnggttacag gtttcagggg cattttnttt tcggaggggt tnttcccgtt 480 

tcgtgagggt aggctgaggg tttntgctt 509 

<210> 243 
<211> 393 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial S equence : primer 
<220> 

<221> misc_feature 
<222> (1) . . (393) 

<223> 5' terminal sequence, actin, gamma 1 (ACTGl) 
gene . 

<400> 243 

gatcaccgcc ctggccccag caccatgaag atcaagatca tcgcaccccc agagcgcaag 60 
tactcggtgt ggatcggtgg ctccatcctg gcctcactgt ccaccttcc a gcagatgtgg 120 
attagcaagc aggagtacga cgagtcgggc ccctccatcg tccaccgcaa atgcttctaa 180 
acggactcag cagatgcgta gattttgctg catgggttaa ttgagaatag aaatttgccc 240 
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ctgggaaatt gcacacacct catgctagcc tcacgaaact gggaataagc ctttcgaaaa 300 
gaaattgtcc ttgaagcttg tatctgg tat cagcactggg ntgttaggaa nttgttgctg 360 
atttttgacc ttgtanttga agtttaactg ttt 393 



<210> 244 

<211> 1919 

<212> DNA/RNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 
<222> (1)..(1919) 

<223> actin, gamma 1 (ACTGl) gene. 



<400> 244 

gtctcagtcg ccgctgccag ctctcgcact 
ctctgccggt cgcaatggaa gaagagatcg 
tgtgcaaagc tggttttgct ggggacgacg 
ggcgccccag acaccagggc gtcatggtgg 
acgaggccca gagcaagcgt ggcatcctga 
tcaccaactg ggacgacatg gagaagatct 
tggccccgga ggagcaccca gtgctgc tga 
gagagaagat gactcagatt atgtttgaga 
tccaggccgt gctgtccctc tacgcctctg 
gagacggggt cacccacacg gtgcccatct 
tgcgtctgga cctggctggc cgggacctga 
gaggctacag cttcaccacc acggccgagc 
tgtgctacgt cgccctggac ttcgagcagg 
tggagaagag ctacgagctg cccgatggcc 
ggtgtccgga ggcgctgttc cagccttcct 
agaccacctt caactccatc atgaagtgtg 
acacggtgct gtcgggcggc accaccatgt 
agatcaccgc cctggcgccc agca ccatga 
agtactcggt gtggatcggt ggctccatcc 
ggattagcaa gcaggagtac gacgagtcgg 
aaacggactc agcagatgcg tagcatttgc 
ccctggcaaa tgcacacacc tcatgctagc 
aaattgtcct tgaagcttgt atctgatatc 
ttgaccttgt attgaagtta actgttcccc 
tttgagttca acctttagta cgtgtggctt 
ttgtggaaga caagtctgtg gcttggtgag 
agggtattaa cgtgtcaggg ctgagtgttc 
gttgttttgt cttgcgggtc tgtcagggtt 
tttcttagct gatgtctttg gccagaacac 
cggtttgcat ttacgcctgt aaatgtattc 
cgcaattctc gattctttga agagatgaca 
aacattaggc cccagcaaca cgtcattgtg 



ctgttcttcc gccgctccgc cgtcgcgttt 60 
ccgcgctggt cattgacaat ggctccggca 12 0 
ctccccgagc cgtgtttcc t tccatcgtcg 180 
gcatgggcca gaaggactcc tacgtgggcg 240 
ccctgaagta ccccattgag catggcatcg 300 
ggcaccacac cttctacaac gagctgcgcg 360 
ccgaggcccc cctgaacccc aaggccaaca 420 
ccttcaacac cccggccatg tacgtggcca 480 
ggcgcaccac tggcattgtc atggactctg 54 0 
acgagggcta cgccctcccc cacgccatcc 600 
ccgactacct catgaagatc ctcactgagc 660 
gggaaatcgt gcgcgacatc aaggagaagc 720 
agatggccac cgccgcatcc tcctcttctc 780 
aggtcatcac cattggc aat gagcggttcc 840 
tcctgggtat ggaatcttgc ggcatccacg 900 
acgtggacat ccgcaaagac ctgtacgcca 960 
acccgggcat tgccgacagg atgcagaagg 1020 
agatcaagat catcgcaccc ccagagcgca 1080 
tggcctcact gtccaccttc cagcagatgt 1140 
gcccctccat cgtccaccgc aaatgcttct 1200 
tgcatgggtt aattgagaat agaaatttgc 126 0 
ctcacgaaac tggaataagc cttcgaaaag 1320 
agcactggat tgtagaactt gttgctgatt 1380 
ttggtatttg tttaataccc tgtacatatc 1440 
ggtcactt eg tggctaaggt aagaacgtgc 1500 
tctgtgtggc cagcagcctc tgatctgtgc 1560 
tgggatttct ctagaggctg gcaagaacca 1620 
ggaaagtcca agccgtagga cccagtttcc 1680 
cgtgggctgt tacttgcttt gagttggaag 1740 
attcttaatt tatgtaaggt tttttttgta 1800 
acaaattttg gttttctact gttatgtgag 1860 
taaggaaaaa taaaagtgct g ccgtaacc 1919 



<210> 245 
<211> 467 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
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<220> 

<221> misc_feature 
<222> (1) . . (467) 

<223> 3' terminal sequence, integrin, alpha 6 
{ITGA6) gene. 

<400> 245 

ccgccgccgg gcagctgtgc ttgctctacc tgtcggcggg gctcctgtcc cggctcggcg 60 
cacttncaac ttggacactc gggaggacaa cgtgatccgg aaatatggag accccgggag 120 
cctcttcggc ttctcgctgg ccatgcactg gcaactgcag cccgaggaca agcggctgtt 180 
gctcgtgggg gccccgcggg agnaagcgct tccactgcag agagccaac a gaacgggagg 240 
gctgtacagc ttgcgacatc accgcccggg ggccatgcac ggggatcgag tttnataacg 300 
atgcttgacc ccacgtcaga aagcaaggaa gattagttgg atngggggtc aacgtccaga 360 
gccaaggttc agggggcaag gtcgtgacat gtgttnaccc tattgaaaaa aggcagcntt 420 
ttattacgna gcangatttc cgagaca ttt ttgggcgttt tttttcc 4 67 



<210> 246 
<211> 473 
<212> DNR 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> iiiisc feature 
<222> (1) .7(473) 

<223> 5' terminal sequence, integrin, alpha 6 
(ITGA6) gene. 



<400> 246 

gccctctccc atccatatcg tcttcaatcc tgagattctg actcaggaca naacaccgcc 60 

caaagatgtc tcgggattcc tgcttcgtat taacatgctg ccttttttca tatcggtgag 120 

cacatgtcac gaccttgccc cctggacctt ggctctggac ggtgaccccc atccactgat 180 

cttccttgct ttctgacgtg gggtc agcat cgttatcaaa ctcgatccgc gtgcatggcc 240 

cccgggcggt ggatgtcgca gctgtacagc cctcccgttc tgttggctct ctgcagtggg 300 

aagcgcttct gcccgcgggg cccccacgga gcaacagccg cttgtcctcg ggctgcagtt 360 

gccagtgcat gggccagcga gaaagccgaa gaggttcccc ggggtnttcc atattttccg 420 

gatcaagttg ttcctnccga gttttccaag tttgaagggt tgcgcaaggc cgt 473 



<210> 247 

<211> 5611 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> raisc_feature 
<222> (1) . . (5611) 

<223> integrin, alpha 6 (IT GA6) gene. 



<400> 247 

gcgcgaccgt cccgggggtg 

gtagcagcag cgcggcagcc 
ccgctcccct ccccgtgcgt 
tgtcggcggg gctcctgtcc 
acgtgatccg gaaatatgga 



gggccgggcg cagcggcgag 
tcggacccag cccggagcgc 
ccgcccatgg ccgccgccgg 
eg gctcggcg cagccttcaa 
gaccccggga gcctcttcgg 



aggaggcgaa ggtggctgcg 60 

agggcggccg ctgcaggtcc 120 
gcagctgtgc ttgctctacc 180 
cttggacact cgggaggaca 240 
cttctcgctg gccatgcact 300 
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ggcaactgca gcccgaggac aagcggctgt tgctcgtggg ggccccgcgc ggagaagcgc 360 
ttccactgca gagagccaac agaacgggag ggctgtacag ctgcgacatc accgcccggg 420 
ggccatgcac gcggatcgag tttgataacg atgctgaccc cacgtcagaa agcaaggaag 480 
atcagtggat gggggtcacc gtccagagcc aaggtccagg gggcaaggtc gtgacatgtg 540 
ctcaccgata tgaaaaaagg cagcatgtta atacgaagca ggaatcccga gacatctttg 600 
ggcggtgtta tgtcctgagt cagaatctca ggattgaaga eg atatggat gggggagatt 660 
ggagcttttg tgatgggcga ttgagaggcc atgagaaatt tggctcttgc cagcaaggtg 720 
tagcagctac ttttactaaa gactttcatt acattgtatt tggagccccg ggtacttata 780 
actggaaagg gattgttcgt gtagagcaaa agaataacac tttttttgac atgaacatct 8 40 
ttgaagatgg gccttatgaa gttggtggag agactgagca tgatgaaagt ctcgttcctg 900 
ttcctgctaa cagttactta ggtttttctt tggactcagg gaaaggtatt gtttctaaag 960 
atgagatcac ttttgtatct ggtgctccca gagccaatca cagtggagcc gtggttttgc 1020 
tgaagagaga catgaagtct gcacatctcc tccctgagca catattcgat ggagaaggtc 1 080 
tggcctcttc atttggctat gatgtggcgg tggtggacct caacaaggat gggtggcaag 1140 
atatagttat tggagcccca cagtattttg atagagatgg agaagttgga ggtgcagtgt 1200 
atgtctacat gaaccagcaa ggcagatgga ataatgtgaa gccaattcgt cttaatggaa 1260 
ccaaagattc tatgtttggc attgcagtaa aaaata ttgg agatattaat caagatggct 1320 
acccagatat tgcagttgga gctccgtatg atgacttggg aaaggttttt atctatcatg 1380 
gatctgcaaa tggaataaat accaaaccaa cacaggttct caagggtata tcaccttatt 1440 
ttggatattc aattgctgga aacatggacc ttgatcgaaa ttcctaccct gatgttgctg 1500 
ttggttccct ctcagattca gtaactattt tcagatcccg gcctgtgatt aatattcaga 1560 
aaaccatcac agtaactcct aacagaattg acctccgcca gaaaacagcg tgtggggcgc 1620 
ctagtgggat atgcctccag gttaaatcct gttttgaata tactgctaac cccgctggtt 1680 
ataatccttc aatatcaatt gtgggcacac ttgaagctga aaaagaaaga agaaaatctg 1740 
ggctatcctc aagagttcag tttcgaaacc aaggttctga gcccaaatat actcaagaac 1800 
taactctgaa gaggcagaaa cagaaagtgt gcatggagga aaccctgtgg ctacaggata 1860 
atatcagaga taaactgcgt cccattccca taactgcctc agtggagatc caagagccaa 1920 
gctctcgtag gcgagtgaat tcac ttccag aagttcttcc aattctgaat tcagatgaac 1980 
ccaagacagc tcatattgat gttcacttct taaaagaggg atgtggagac gacaatgtat 2040 
gtaacagcaa ccttaaacta gaatataaat tttgcacccg agaaggaaat caagacaaat 2100 
tttcttattt accaattcaa aaaggtgtac cagaactagt tctaaaagat cagaaggata 216 0 
ttgctttaga aataacagtg acaaacagcc cttccaaccc aaggaatccc acaaaagatg 2220 
gcgatgacgc ccatgaggct aaactgattg caacgtttcc agacacttta acctattctg 2280 
catatagaga actgagggct ttccctgaga aacagttgag ttgtgttgcc aaccagaatg 2340 
gctcgcaagc tgactgtgag ctcggaaatc cttttaaa ag aaattcaaat gtcacttttt 2400 
atttggtttt aagtacaact gaagtcacct ttgacacccc atatctggal; attaatctga 2460 
agttagaaac aacaagcaat caagataatt tggctccaat tacagctaaa gcaaaagtgg 2520 
ttattgaact gcttttatcg gtctcgggag ttgctaaacc ttcccaggtg tattttggag 2580 
gtacagttgt tggcgagcaa gctatgaaat ctgaagatga agtgggaagt ttaatagagt 2640 
atgaattcag ggtaataaac ttaggtaaac ctcttacaaa cctcggcaca gcaaccttga 2700 
acattcagtg gccaaaagaa attagcaatg ggaaatggtt gctttatttg gtgaaagtag 2760 
aatccaaagg attggaaaag gtaacttgtg agccacaaaa ggagataaac t ccctgaacc 2820 
taacggagtc tcacaactca agaaagaaac gggaaattac tgaaaaacag atagatgata 2880 
acagaaaatt ttctttattt gctgaaagaa aataccagac tcttaactgt agcgtgaacg 2940 
tgaactgtgt gaacatcaga tgcccgctgc gggggctgga cagcaaggcg tctcttattt 3000 
tgcgctcgag gttatggaac agcaca tttc tagaggaata ttccaaactg aactacttgg 3060 
acattctcat gcgagccttc attgatgtga ctgctgctgc cgaaaatatc aggctgccaa 3120 
atgcaggcac tcaggttcga gtgactgtgt ttccctcaaa gactgtagct cagtattcgg 3180 
gagtaccttg gtggatcatc ctagtggcta ttctcgctgg gatcttgatg cttgctttat 3240 
tagtgtttat actatggaag tgtggtttct tcaagagaaa taagaaagat cattatgatg 3300 
ccacatatca caaggctgag atccatgctc agccatctga taaagagagg cttacttctg 3360 
atgcatagta ttgatctact tctgtaattg tgtggattct ttaaacgctc taggtacgat 3420 
gacagtgttc cccgatacca tgctgtaagg atccggaaag aagagcgaga gatcaaagat 3480 
gaaaagtata ttgataacct tgaaaaaaaa cagtggatca caaagtggaa cagaaatgaa 3540 
agctactcat agcgggggcc taaaaaaaaa aaagcttcac agtacccaaa ctgctttttc 3600 
caactcagaa attcaatttg gatttaaaag cctgctcaat ccctgaggac tgatttcaga 3660 
gtgactacac acag tacgaa cctacagttt taactgtgga tattgttacg tagcctaagg 3720 
ctcctgtttt gcacagccaa atttaaaact gttggaatgg atttttcttt aactgccgta 3780 
atttaacttt ctgggttgcc tttgtttttg gcgtggctga cttacatcat gtgttgggga 3840 
agggcctgcc cagttgcact caggtgacat cctccagata gtgtagctga gga ggcacct 3900 
acactcacct gcactaacag agtggccgtc ctaacctcgg gcctgctgcg cagacgtcca 3960 
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tcacgttagc tgtcccacat cacaagacta tgccattggg gtagttgtgt ttcaacggaa 4020 
agtgctgtct taaactaaat gtgcaataga aggtgatgtt gccatcctac cgtcttttcc 4080 
tgtttcctag ctgtgtgaat acctgctc ac gtcaaatgca tacaagtttc attctccctt 4140 
tcactaaaaa cacacaggtg caacagactt gaatgctagt tatacttatt tgtatatggt 4200 
atttattttt tcttttcttt acaaaccatt ttgttattga ctaacaggcc aaagagtctc 4260 
cagtttaccc ttcaggttgg tttaatcaat cagaattaga attagagcat gggagggtca 4320 
tcactatgac ctaaattatt tactgcaaaa agaaaatctt tataaatgta ccagagagag 4380 
ttgttttaat aacttatcta taaactataa cctctccttc atgacagcct ccaccccaca 4440 
acccaaaagg tttaagaaat agaattataa ctgtaaagat gtttatttca ggcattggat 4500 
attttttact ttagaagcct gcataatgtt tctggattta c atactgtaa cattcaggaa 4560 
ttcttggaga agatgggttt attcactgaa ctctagtgcg gtttactcac tgctgcaaat 4 620 
actgtatatt caggacttga aagaaatggt gaatgcctat ggaactagtg gatccaaact 4 680 
gatccagtat aagactactg aatctgctac caaaacagtt aatcagtgag tcgagtgttc 4740 
tattttttgt tttgtttcct cccctatctg tattcccaaa aattactttg gggctaattt 4800 
aacaagaact ttaaattgtg ttttaattgt aaaaatggca gggggtggaa ttattactct 4860 
atacattcaa cagagactga atagatatga aagctgattt tttttaatta ccatgcttca 4920 
caatgttaag ttatatgggg agcaacagca aacaggtgct aatttgtttt ggata tagta 4980 
taagcagtgt ctgtgttttg aaagaataga acacagtttg tagtgccact gttgttttgg 5040 
ggggggcttt ttttcttttt ccggaaaatc cttaaacctt aagatactaa ggacgttgtt 5100 
ttggttgtac ttggaattct tagtcacaaa atatattttg tttacaaaaa tttctgtaaa 5160 
acaggttata acagtgttta aagtctcagt ttcttgcttg gggaacttgt gtccctaatg 5220 
tgttagattg ctagattgct aaggagctga tacttgacag ttttttagac ctgtgttact 5280 
aaaaaaaaga tgaatgtcgg aaaagggtgt tgggagggtg gtcaacaaag aaacaaagat 5340 
gttatggtgt ttagacttat ggttgttaaa aatgtcatct caagtcaagt cactggtctg 5400 
tttgcatttg atacattttt gtactaacta gcattgtaaa attatttcat gattagaaat 5460 
tacctgtgga tatttgtata aaagtgtgaa ataaattttt tataaaagtg ttcattgttt 5520 
cgtaacacag cattgtatat gtgaagcaaa ctctaaaatt ataaatgaca acctgaatta 5580 
tctatttcat caaaaaaaaa aaaaaaaaaa a 5611 



<210> 248 
<211> 406 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence -.primer 
<220> 

<221> misc feature 
<222> (1) .7(406) 

<223> 3' terminal sequence. rad9 (s. pombe) 
hortiolog (RAD9) gene. 

<400> 248 

cctttattca agagaccaga tgggttgccc caggatccgg ctgccagacc ctgaggccaa 60 
gcacggntgg agacccacgn acctgggcct gccnttgccc tgagctgcag cctcggcccc 120 
aggatcctgn tcacagntca ccgcaggnca gngncaggaa gcagccctgg gggantggaa 180 
cgntgctatt gattcattaa aaaaagaaaa gaaaan taca ccaaggttcc atnttccccg 240 
tgacaggtgg gcctnagggg tcggggtnac ccccccccag natggcagca tgatttntnt 300 
acaatcaatc catcatntgg ggcacagggt ggttttcggg ggctatttnt tggctttggc 360 
gaaattncgg gntggggtaa tgggtnggcc tccagggtta aggcca 406 



<210> 249 

<211> 2102 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 



BNSDOCID: <WO 0246467A2J_> 



wo 02/46467 



163/292 



PCT/IBOl/02811 



<220> 

<221> misc_feature 
<222> (1) . - (2102) 

<223> rad9 (s. pombe) homolog (RAD9) gene. 

<400> 249 

gcgcgggaag ggaccccgga cccggaggtc gcggagagct gggcagtgtt ggccgctggc 50 
ggagcgctgg ggcagcatga agtgcctggt cacgggcggc aacgtgaagg tgctcggcaa 120 
ggccgtccac tccctgtccc gcatcgggga cgagctctac ctggaaccct tggaggacgg 180 
gctctccctc cggacggtga actcctcccg ctctgcctat gcctgctttc tctttgcccc 240 
gctcttcttc cagcaatacc aggcagcca c ccctggtcag gacctgctgc gctgtaagat 300 
cctgatgaag tctttcctgt ctgtcttccg ctcactggcg atgctggaga agacggtgga 360 
aaaatgctgc atctccctga atggccggag cagccgcctg gtggtccagc tgcattgcaa 420 
gttcggggtg cggaagactc acaacctgtc cttccaggac tgtgagtccc tgcaggccgt 480 
cttcgaccca gcctcgtgcc cccacatgct ccgcgcccca gcacgggttc tgggggaggc 540 
tgttctgccc ttctctcctg cactggctga agtgacgctg ggcattggcc gtggccgcag 600 
ggtcatcctg cgcagctacc acgaggagga ggcagacagc actgccaaag ccatggtgac 660 
tgagatgtgc cttggagagg aggatttcca gcagctgcag gcccaggaa g gggtggccat 720 
cactttctgc ctcaaggaat tccgggggct cctgagcttt gcagagtcag caaacttgaa 780 
tcttagcatt cattttgatg ctccaggcag gcccgccatc ttcaccatca aggactcttt 840 
gctggacggc cactttgtct tggccacact ctcagacacc gactcgcact cccaggacct 900 
gggctcccca gagcgtcacc agccagt gcc tcagctccag gctcacagca caccccaccc 960 
ggacgacttt gccaatgacg acattgactc ttacatgatc gccatggaaa ccactatagg 1020 
caatgagggc tcgcgggtgc tgccctccat ttccctttca cctggccccc agccccccaa 1080 
gagccccggt ccccactccg aggaggaaga tgaggctgag cccagtacag tgcctgggac 1140 
tcccccaccc aagaagttcc gctcactgtt cttcggctcc atcctggccc ctgtacgctc 1200 
cccccagggc cccagccctg tgctggcgga agacagtgag ggtgaaggct gaaccaagaa 1260 
cctgaagcct gtacccagag gccttggact agacgaagcc ccagccagtg gcagaactgg 1320 
gtctctcagc cctggggatc agaaaggtgg gcttgctgga g ctgagctgt ttcactgcct 1380 
ctcgcaggcc ccagctggct gtcactgtaa agctgtccca cagcggtcgg gcctgggccg 1440 
ttatctcccc acaaccccca gccaatcagg actttccaga cttggccctg aactactgac 1500 
gttcctacct cttatttctc attgagcctc aggctatact ccagctggcc aaggctggaa 1560 
acctgtctcc ctcaggctca ccttcctaag gaaaatgtca tagtaggtgc tgctggcccc 1620 
tgqtgatcca gcttctctgc caatcatgac ctgttccttc ctgaagtcct gggcatgcat 1680 
ctgggacccc cgtggagctg acaagttttc cttgctttcc tgatactctt tggcgctgac 1740 
ttggaattct aagagccttg gacccgagtg tgtggctagg gttgccctgg ctggg gcccg 1800 
gtgccgagac tcccaagcgg ctctgtgcag aagagctgcc aggcagtgtc ttagatgtga 1860 
gacggaggcc atggcgagaa tccagctttg acctttattc aagagaccag atgggttgcc 1920 
ccaggatccg gctgccagcc ctgaggccaa gcacggctgg agacccacga cctggcctgc 1980 
cgttgccctg agctgcagcc tcggccccag gatcctgctc acagtcaccg caggtgcagg 2040 
caggaagcag ccctggggga ctggacgctg ctattgattc attaaaaaaa gaaaagaaaa 2100 
at 2102 



<210> 250 
<211> 365 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 

<220> 

<221> misc_f eature 
<222> (1) . . (365) 

<223> 3' terminal sequence, activating 

transcription factor 3 (ATF3) gene. 

<400> 250 

tccaatattt attattctga caggttagga atactaggat aaataagtaa tatttnctct 60 
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tacagaaaat tgtaatgata ccattgagta caattaaaca ctctgagaat ttcacagaaa 120 

catcagaatt ttaatagaca gtagccagcg tccttgtggc cagtgtgagt gacttctcac 180 

agctgcaaac accctgggcc agatttctta aaacagctac atgacaaaaa caatgctatt 240 

gacatccaat aatgctaaag cctgggtacc acccgggtcc cactgactgt ggn ttccaaa 300 

catctctcca ctgactgtgg ntttcaaccn caaggnaagg gaaatgggat attccttggg 360 
ctctt 3g5 



<210> 251 

<211> 453 
<212> DMA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequenc e:primer 
<220> 

<221> iciisc_f eature 
<222> (1) . . (453) 

<223> 5' terminal sequence, activating 

transcription factor 3 (ATF3) gene. 

<400> 251 

cgtggctacc attgtcactc gtaggggatg tggagtgaga acagcattta gtgaagttgt 60 
gcaacggcca gggttgtgct ttctagcaaa tatgctgt ta tgtccagaaa ttgtgtgtgc 120 
aagaaaacta ggcaatgtac tcttccgatg tttgtgtcac acaacactga tgtgactttt 180 
atatgctttt tctcagatct ggtttctaag agttttggcg cgggcggggc tgtcaccacg 240 
tgcagtatct caagatattc aggtgggcca gaagagcttg tcagcaagag ggagggacag 300 
aattctccca ggcgtt aaca caaaatccat ggggcagtat ggatgggcag gtccntctgt 360 
tggcaaactc agttcccaag tcacagggaa gganaggcag gaaagtttca actttcccaa 420 
agggtttagg ggcttttcca cttcaatgtc tta 453 



<210> 252 

<211> 2056 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: primer 
<220> 

<221> misc__feature 
<222> (1) . . (2056) 

<223> activating transcription factor 3 (ATF3) 

gene . 



<400> 252 

gcagccaggc gcgcactgca cagctctctt 
cccgcgcgcc ggccg tgagt cctcggtgct 
accccgtccc gaccctggcc gccccgagcg 
caggccaggt ctctgcctcg gaagtgagtg 
ctgggtcact ggtgtttgag gattttgcta 
ggtttgccat ccagaacaag cacctctgcc 
ctgtcagcga cagacccctc ggggtgtcca 
atgaaaggaa aaagaggcga cgagaaagaa 
agaagaagga gaagacggag tgcctgcagc 
tgtggcatca ccagggtttc tctgaagaag 
ctctcccatc tcccatcttc ctctcgcagc 
gagaagctgg aaagtgtgaa tgctgaactg 
aagcagcatt tgatatacat gctcaacctt 



ctctcgccgc cgcccgagcg cacccttcag 60 
cgcccgccgg ccagacaaac agcccgcccg 120 
gagcctggag caaaatgatg cttcaacacc 180 
cttctgccat cgtcccctgc ctgtcccctc 240 
acctgacgcc ctttgtcaag gaagagc tga 300 
accggatgtc ctctgcgctg gaatcagtca 360 
tcacaaaagc cgaggtagcc cctgaagaag 420 
ataagattgc agctgcaaag tgccgaaaca 480 
ttcag tatta gcagagccac aggccgcctc 540 
agggtctgca ttttcctaaa cccagtgctg 600 
ttgatgagcc ccggtgtgtc ccaggagtcg 660 
aaggctcaga ttgaggagct caagaacgag 720 
catcggccca cgtgtattgt ccgggctcag 790 
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aatgggagga ctccagaaga tgagagaaac ctctttatcc aacagataaa agaaggaaca 840 
ttgcagagct aagcagtcgt ggtatggggg cgactgggga gtcctcattg aatcctcatt 900 
ttatacccaa aaccctgaag ccattggaga gctgtcttcc tgtgtacctc tagaa tccca 960 
gcagcagaga accatcaagg cgggagggcc tgcagtgatt cagcaggccc ttcccattct 1020 
gccccagagt gggtcttgga ccagggcaag tgcatctttg cctcaactcc aggatttagg 1080 
ccttaacaca ctggccattc ttatgttcca gatggccccc agctggtgtc ctgcccgcct 1140 
ttcatctgga ttctacaaaa aaccaggatg cccaccgtta gattcaggca gcagtgtctg 1200 
tacctcgggt gggagggatg gggccatctc cttcaccgtg gctaccattg tcactcgtag 1260 
gggatgtgga gtgagaacag catttagtga agttgtgcaa cggccagggt tgtgctttct 1320 
agcaaatatg ctgttatgtc cagaaattgt gtgtgcaaga aaactaggca atgtactctt 1380 
ccgatgtttg tgtcacacaa cactgatgtg acttttatat gctttttctc agatctggtt 1440 
tctaagagtt ttggggggcg gggctgtcac cacgtgcagt atctcaagat attcaggtgg 1500 
ccagaagagc ttgtcagcaa gaggaggaac agaattctcc cagcgttaac acaaaatcca 1560 
tgggcagcat gatggcaggt cctctgttgc aaactcagtt ccaa agtcac aggaagaaag 1620 
cagaaagttc aacttccaaa gggttaggac tctccactca atgtcttagg tcaggagttg 1680 
tgtctaggct ggaagagcca aagaaatatt ccattttcct ttccttgtgg ttgaaaccac 1740 
agtcagtgga gagatgtttg gaacacagtc agtggagctg gtggtaccag gtttagcatt 1800 
attggatgtc aaaagcatt t tttttgtcat gtagctgttt taagaaatct ggcccagggt 1860 
gtttgcagct gtgagaagtc actcacactg gccacaagga cgctggctac tgtctattaa 1920 
aattctgatg tttctgtgaa attctcagag tgtttaattg tactcaatgg tatcattaca 1980 
attttctgta agagaaaata ttacttattt atcctagtat tcctaacctg tcagaata at 2040 
aaatattgtg gtaaaa 2056 



<210> 253 
<211> 502 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 

<220> 

<221> misc_feature 
<222> (1) . . (502) 

<223> 3' terminal sequence, v-akt murine thymoma 
viral oncogene homolog 2 (AKT2) gene. 

<400> 253 

acatcatctc gtacatgacc acacccagcc cantacnntt tccacggccc ggccatagtc 60 
attgtcctcc agcacctcag gcgccaggta ctccggggtc ccacagaagg ttttcatggt 120 
ggccccgtca ctgatgccct ctttgcagag gccaaagtca gtgatcttga tgtggccatc 180 
tttgtccagc atgaggtttt ccagcttgat gtcgcggtat accacgtccc gcgagtgcaa 240 
gtactcaaga gccgagacaa tctctgcacc ataaaaccgg gcccgctcct ctgtgaagac 300 
acgctcccgg ggacaggtgg gaagaacagc tcacccccgt tgggcatact ccattcacaa 360 
aggcacaggg cgggtcgtgg ggtctgggaa gggcattant ttcaggcggc agttgaggga 420 
acggggttgc nggggtgttt ctgggaggga cccggttttt cggttgattn ttttgaggcg 480 
attttcatcc nttgggcaat tt 502 



<210> 254 

<211> 1715 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence -.primer 

<220> 

<221> misc_feature 
<222> (1) . . (1715) 
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<223> v-akt murine thymoma viral oncogene homolog 
2 {AKT2) gene. 

<400> 254 

gaattccagc ggcggcgccg ttgccgctgc cgggaaacac aaggaaaggg aaccagcgc a 60 
gcgtggcgat gggcgggggt agagccccgc cggagaggct gggcggctgc cggtgacaga 120 
ctgtgccctg tccacggtgc ctcctgcatg tcctgctgcc ctgagctgtc ccgagctagg 180 
tgacagcgta ccacgctgcc accatgaatg aggtgtctgt catcaaagaa ggctggctcc 240 
acaagcgtgg tgaatacatc aagacctgga ggccacgg ta cttcctgctg aagagcgacg 300 
gctccttcat tgggtacaag gagaggcccg aggcccctga tcagactcta ccccccttaa 360 
acaacttctc cgtagcagaa tgccagctga tgaagaccga gaggccgcga cccaacacct 420 
ttgtcatacg ctgcctgcag tggaccacag tcatcgagag gaccttccac gtggattctc 480 
cagacgagag ggagga gtgg atgcgggcca tccagatggt cgccaacagc ctcaagcagc 540 
gggccccagg cgaggacccc atggactaca agtgtggctc ccccagtgac tcctccacga 600 
ctgaggagat ggaagtggcg gtcagcaagg cacgggctaa agtgaccatg aatgacttcg 560 
actatctcaa actccttggc aagggaacct ttggcaaagt catcctggtg cgggagaa gg 72 0 
ccactggccg ctactacgcc atgaagatcc tgcgaaagga agtcatcatt gccaaggatg 780 
aagtcgctca cacagtcacc gagagccggg tcctccagaa caccaggcac ccgttcctca 840 
ctgcgctgaa gtatgccttc cagacccacg accgcctgtg ctttgtgatg gagtatgcca 900 
acgggggtga gctgttcttc cacctgtccc gggagc gtgt cttcacagag gagcgggccc 960 
ggttttatgg tgcagagatt gtctcggctc ttgagtactt gcactcgcgg gacgtggtat 1020 
accgcgacat caagctggaa aacctcatgc tggacaaaga tggccacatc aagatcactg 1080 
actttqgcct ctgcaaagag ggcatcagtg acggggccac catgaaaacc ttctgtggga 1140 
ccccggagta cctggcgcct gaggtgctgg aggacaatga ctatggccgg gccgtggact 1200 
ggtgggggct gggtgtggtc atgtacgaga tgatgtgcgg ccgcctgccc ttctacaacc 1260 
aggaccacga gcgcctcttc gagctcatcc tcatggaaga gatccgcttc ccgcgcacgc 1320 
tcagccccga ggccaagtcc ctgcttgctg ggctgcttaa gaaggacccc aagcagaggc 1380 
ttggtggggg gcccagcgat gccaaggagg tcatggagca caggttcttc ctcagcatca 14 40 
actggcagga cgtggtccag aagaagctcc tgccaccctt caaacctcag gtcacgtccg 1500 
aggtcgacac aaggtacttc gatgatgaat ttaccgccca gtccatcaca atcacacccc 1560 
ctgaccgcta tgacagcctg ggctt actgg agctggacca gcggacccac ttcccccagt 1620 
tctcctactc ggccagcatc cgcgagtgag cagtctgccc acgcagagga cgcacgctcg 1680 
ctgccatcac cgctgggtgg ttttttaccc ctgcc 1715 



<210> 255 
<211> 431 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 
<222> (1) . . (431) 

<223> 5' terminal sequence. slOO calcium -binding 
protein, beta (neural) (SIOOB) gene. 

<400> 255 

gagaggatgt ctgagctgga gaaggccatg gtggcctcat cgacgttttc caccaatatt 60 

ctggaaggga gggagacaag cacaagctga agaaatccga actcaaggag ctcatcaaca 120 

atgagctttc ccatttctta gaggaaatca aagagcagga ggttgtggac aaagtcatgg 180 

aaacactgga caatgatgga gacggcgaat gtgacttcca gggaattcat ggcctttgtt 240 
gccatggtta ctactgcctg ccacgagttc tttgaacat g agtnagatta ggaaagcagc 300 

caaacctttt cctgttaaca gaggacggtt catggcaaga naggcaggac aggcaagggg 360 

tttgcaggct tagttaggga gcttgaggtt tttccagccg tnttttnttg gttaatttag 420 

ggaaggtttg a 43^^ 



<210> 256 
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<211> 1095 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: primer 
<220> 

<221> misc_f eature 

<222> (1)..(1095) 

<223> slOO calcium -binding protein, beta (neural) 
(SIOOB) gene. 

<400> 255 

tgccgcccag gacccgcagc agagacg acg cctgcagcaa ggagaccagg aaggggtgag 60 
acaaggaaga ggatgtctga gctggagaag gccatggtgg ccctcatcga cgttttccac 120 
caatattctg gaagggaggg agacaagcac aagctgaaga aatccgaact caaggagctc 180 
atcaacaatg agctttccca tttcttagag gaaatcaaag agcaggaggt tgtggacaaa 240 
gtcatggaaa cactggacaa tgatggagac ggcgaatgtg acttccagga attcatggcc 300 
tttgttgcca tggttactac tgcctgccac gagttctttg aacatgagtg agattagaaa 360 
gcagccaaac ctttcctgta acagagacgg tcatgcaaga aagcagacag caagggcttg 420 
cagcctagta ggagctgagc tttccagccg tgttgtagct aattagga ag cttgatttgc 480 
tttgtgattg aaaaattgaa aacctctttc caaaggctgt tttaacggcc tgcatcattc 540 
tttctgctat attaggcctg tgtgtaagct gactggcccc agggactctt gttaacagta 600 
acttaggagt caggtctcag tgataaagcg tgcaccgtgc agcccgccat ggccgtgtag 660 
accctaaccc ggagggaacc ctgact acag aaattacccc ggggcaccct taaaacttcc 720 
actaccttta aaaaacaaag ccttatccag cattatttga aaacactgct gttctttaaa 780 
tgcgttcctc atccatgcag ataacagctg gttggccggt gtggccctgc aagggcgtgg 840 
tggcttcggc ctgcttcccg ggatgcgcct gatcaccagg tgaacgctca gcgctggcag 900 
cgtcctggaa aaagcaactc catcagaact cgcaatccga gccagctctg ggggctccag 960 
cgtggcctcc gtgacccatg cgattcaagt cgcggctgca ggatccttgc ctccaacgtg 1020 
cctccagcac atgcggcttc cgagggGact accgggggct ctgagccacc gcgagggcct 1080 
gcgttcaata aaaag 109. 



<210> 257 

<211> 542 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_f eature 
<222> (1) . . (542) 

<223> 3' terminal sequence, atp -binding cassette, 

sub-family b (mdr/tap), member 1 (ABCBl) gene. 

<400> 257 

ttttaaaatc tactttaatt ctgttataaa atttataatg cagtttaaac tatgatttct 60 
ctccacttga tgatgtctct cactctgttc ctttaattac gaagtctctg aagactctga 120 
acttgactga ggaaatgtta aacagatacc tcttcataat tctgtaagtg tttgctttta 180 
actttgaata aatgtcatat ctaaacaaat attaaaaagt atttaacatc tcatacagtc 240 
agagttcact ggcgctttgt tccagcctgg acactgacca ttgaaaaata gatgcctttc 300 
tgtgccagca gctgctgatg cgtgccatgc tccttgactc tgccattctg aaacaccact 360 
attaagtctg cattctggat ggtggacagg cggtgagcaa tcacaatgca ggtgcggcct 420 
tctctggcta tgccagggct tcttggacaa ccttttcacc tactgtatcc agagctgacg 480 
tggctcatcc aaaagcaaaa tantgggctg tctaacaagg gcacgagcta ttgccatgcg 540 
tt 542 
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<210> 258 

<211> 4643 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 
<222> (1) . . (4643) 

<223> atp-binding cassette, sub -family b 
(mdr/tap) , member 1 (ABCBl) gene. 

<400> 258 

cctactctat tcagatattc tccagatt cc taaagattag agatcatttc tcattctcct 60 
aggagtactc acttcaggaa gcaaccagat aaaagagagg tgcaacggaa gccagaacat 120 
tcctcctgga aattcaacct gtttcgcagt ttctcgagga atcagcattc agtcaatccg 180 

ggccgggagc agtcatctgt ggtgaggctg attggctggg caggaacagc gccggggcgt 240 
gggctgagca cagcgcttcg ctctctttgc cacaggaagc ctgagctcat tcgagtagcg 300 
gctcttccaa gctcaaagaa gcagaggccg ctgttcgttt cctttaggtc tttccactaa 360 
agtcggagta tcttcttcca agatttcacg tcttggtggc cgttccaagg agcgcgaggt 420 
cgggatggat cttgaagggg accgcaatgg aggagcaaag aagaagaac t tttttaaact 480 
gaacaataaa agtgaaaaag ataagaagga aaagaaacca actgtcagtg tattttcaat 54 0 
gtttcgctat tcaaattggc ttgacaagtt gtatatggtg gtgggaactt tggctgccat 600 
catccatggg gctggacttc ctctcatgat gctggtgttt ggagaaatga cagatatctt 660 
tgcaaatgca ggaaatttag aagatct gat gtcaaacatc actaatagaa gtgatatcaa 720 
tgatacaggg ttcttcatga atctggagga agacatgacc aggtatgcct attattacag 780 
tggaattggt gctggggfcgc tggttgctgc ttacattcag gtttcatttt ggtgcctggc 840 
agctggaaga caaatacaca aaattagaaa acagtttttt catgctataa tgcgacagga 900 
gataggctgg tttgatgtgc acgatgttgg ggagcttaac acccgactta cagatgatgt 960 
ctccaagatt aatgaaggaa ttggtgacaa aattggaatg ttctttcagt caatggcaac 1020 
atttttcact gggtttatag taggatttac acgtggttgg aagctaaccc ttgtgatttt 1080 
ggccatcagt cctgttcttg gactgtcagc tgctgtctgg gcaaa gatac tatcttcatt 1140 
tactgataaa gaactcttag cgtatgcaaa agctggagca gtagctgaag aggtcttggc 1200 
agcaattaga actgtgattg catttggagg acaaaagaaa gaacttgaaa ggtacaacaa 1260 
aaatttagaa gaagctaaaa gaattgggat aaagaaagct attacagcca atatttctat 1320 
aggtgctgct ttcctgctga tctatgcatc ttatgctctg gccttctggt atgggaccac 1380 
cttggtcctc tcaggggaat attctattgg acaagtactc actgtatttt ctgtattaat 1440 
tggggctttt agtgttggac aggcatctcc aagcattgaa gcatttgcaa atgcaagagg 1500 
agcagcttat gaaatcttca agataattga taataagcca agtattgaca gctattcga a 1560 
gagtgggcac aaaccagata atattaaggg aaatttggaa ttcagaaatg ttcacttcag 1620 
ttacccatct cgaaaagaag ttaagatctt gaagggtctg aacctgaagg tgcagagtgg 1680 
gcagacggtg gccctggttg gaaacagtgg ctgtgggaag agcacaacag tccagctgat 1740 
gcagaggctc tatgacccca cagaggggat ggt cagtgtt gatggacagg atattaggac 18 00 
cataaatgta aggtttctac gggaaatcat tggtgtggtg agtcaggaac ctgtattgtt 1860 
tgccaccacg atagctgaaa acattcgcta tggccgtgaa aatgtcacca tggatgagat 1920 
tgagaaagct gtcaaggaag ccaatgccta tgactttatc atgaaactgc ctcataaatt 1980 
tgacaccctg gttggagaga gaggggccca gttgagtggt gggcagaagc agaggatcgc 2040 
cattgcacgt gccctggttc gcaaccccaa gatcctcctg ctggatgagg ccacgtcagc 2100 
cttggacaca gaaagcgaag cagtggttca ggtggctctg gataaggcca gaaaaggtcg 2160 
gaccaccatt gtgatagctc atcgtttgtc tacagttcgt aatgctg acg tcatcgctgg 2220 
tttcgatgat ggagtcattg tggagaaagg aaatcatgat gaactcatga aagagaaagg 2280 
catttacttc aaacttgtca caatgcagac agcaggaaat gaagttgaat tagaaaatgc 2340 
agctgatgaa tccaaaagtg aaattgatgc cttggaaatg tcttcaaatg attcaagatc 2400 
cagtctaata agaaaaagat c aactcgtag gagtgtccgt ggatcacaag cccaagacag 2460 
aaagcttagt accaaagagg ctctggatga aagtatacct ccagtttcct tttggaggat 2520 
tatgaagcta aatttaactg aatggcctta ttttgttgtt ggtgtatttt gtgccattat 2580 
aaatggaggc ctgcaaccag catttgcaat aatattttca aagattatag gggtttttac 2540 
aagaattgat gatcctgaaa caaaacgaca gaatagtaac ttgttttcac tattgtttct 2700 
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agcccttgga attatttctt ttattacatt tttccttcag ggtttcacat ttggcaaagc 2760 
tggagagatc ctcaccaagc ggctccgata catggttttc cgatccatgc tcagacagga 2820 
tgtgagttgg tttgatgacc ctaaaaacac cactg gagca ttgactacca ggctcgccaa 2880 
tgatgctgct caagttaaag gggctatagg ttccaggctt gctgtaatta cccagaatat 2940 
agcaaatctt gggacaggaa taattatatc cttcatctat ggttggcaac taacactgtt 3000 
actcttagca attgtaccca tcattgcaat agcaggagtt gttgaaatga aaatgttgtc 3060 
tggacaagca ctgaaagata agaaagaact agaaggtgct gggaagatcg ctactgaagc 3120 
aatagaaaac ttccgaaccg ttgtttcttt gactcaggag cagaagtttg aacatatgta 3180 
tgctcagagt ttgcaggtac catacagaaa ctctttgagg aaagcacaca tctttggaat 3240 
tacattttcc ttcacccagg caatgatgta tttttcctat gctggatgt t tccggtttgg 3300 
agcctacttg gtggcacata aactcatgag ctttgaggat gttctgttag tattttcagc 3360 
tgttgtcttt ggtgccatgg ccgtggggca agtcagttca tttgctcctg actatgccaa 3420 
agccaaaata tcagcagccc acatcatcat gatcattgaa aaaacccctt tgattgacag 3480 
ctacagcacg gaaggcctaa tgc cgaacac attggaagga aatgtcacat ttggtgaagt 3540 
tgtattcaac tatcccaccc gaccggacat cccagtgctt cagggactga gcctggaggt 3600 
gaagaagqgc cagacgctgg ctctggtggg cagcagtggc tgtgggaaga gcacagtggt 3660 
ccagctcctg gagcggttct acgacccctt ggcagggaaa gtgctgcttg atggcaaaga 37 20 
aataaagcga ctgaatgttc agtggctccg agcacacctg ggcatcgtgt cccaggagcc 3780 
catcctgttt gactgcagca ttgctgagaa cattgcctat ggagacaaca gccgggtggt 3840 
gtcacaggaa gagattgtga gggcagcaaa ggaggccaac atacatgcct tcatcgagtc 3900 
actgcctaat aaatatagca ctaaagtagg agacaaa gga actcagctct ctggtggcca 3960 
gaaacaacgc attgccatag ctcgtgccct tgttagacag cctcatattt tgcttttgga 4020 
tgaagccacg tcagctctgg atacagaaag tgaaaaggtt gtccaagaag ccctggacaa 4080 
agccagagaa ggccgcacct gcattgtgat tgctcaccgc ctgtccacca tccagaatgc 4140 
agacttaata gtggtgtttc agaafcggcag agtcaaggag catggcacgc atcagcagct 4200 
gctggcacag aaaggcatct atttttcaat ggtcagtgtc caggctggaa caaagcgcca 4260 
gtgaactctg actgtatgag atgttaaata ctttttaata tttgtttaga tatgacattt 4320 
attcaaagtt aaaagcaaac acttacagaa ttatgaagag gtatctgttt aacatttcct 4380 
cagtcaagtt cagagtcttc agagacttcg taattaaagg aacagagtga gagacatcat 4440 
caagtggaga gaaatcatag tttaaactgc attataaatt ttataacaga attaaagtag 4500 
attttaaaag ataaaatgtg taattttgtt tatattttcc catttggact gtaactgact 4560 
gccttgctaa aagattatag aagta gcaaa aagtattgaa atgtttgcat aaagtgtcta 4620 
taataaaact aaactttcat gtg 4643 



<210> 259 
<211> 485 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> inisc_feature 
<222> (1) . . (486) 

<223> 3' terminal sequence, selectin e 

(endothelial adhesion molecule 1) (SELE) gene. 



<400> 259 

caacctttat agtgttatgt caaataggtc tgacataagc ttaaataaat atatacttta 60 

aaaattataa aatattttaa gttataattt aaaattctca ataaaactca aacacaaacc 1 20 

acactggtat ttcacacagc taatttctaa tgcagtttac ataaatattt acaacactta 180 

aacaatttca aagaaaataa cactgtattc catacatagc ctgatcacag tagttgttct 240 

ctcttatttc ccagagtttt tctgcccctt taaaaggaac ctctggctgt tctgancctt 300 

atcacatctc tgttttgact gttgggcttt ggttggttgc cagtggttcg gccaggaact 360 

tctctgggaa actttttttt tcaacactgg ctagggtang gggngtgtag ggggggnggt 420 

ttggtttcnt cacantccct cagggtnggg ggcgggttng gggnattacc ggcggggggt 4 80 

tttttc 486 
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<210> 260 
<211> 478 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence .-primer 
<220> 

<221> misc_feature 
<222> (1)..(478) 

<223> 5' terminal sequence, selectin e 

(endothelial adhesion molecule 1) (SELE) gene. 

<400> 260 

gcctactatg ccagatgcct ttatggctga aaccgcaaca cccatcacca cttcaataga 60 
tcaaagtcca gcaggcaagg acggccttca actgaaaaga ctcagtgttc cctttcctac 120 
tctcaggatc aagaaagtgt tggctaatga agggaaagga tattttcttc caagcaaagg 180 
tgaagagacc aagactctga aatctcagaa ttccttttct aactctccct tgctcg ctgt 240 
aaaatcttgg cacagaaaca caatattttg tggctttctt tcttttgccc ttcacagtgt 300 
ttcgacagct gattacacag ttcctgtcat aaggaatgaa taattaatta tccagagttt 360 
agaggaaaaa aatgactaaa aatattatta acttaaaaaa tggacaggtg ttggatgccc 420 
acaggcaaat gcatgggggg gttgtttaat gggt gcaaat ccctacttga atgctctt 478 



<210> 261 

<211> 3834 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: primer 

<220> 

<221> misc_feature 

<222> (1) . . (3834) 

<223> selectin e (endothelial adhesion molecule 1) 
(SELE) gene. 

<400> 261 

cctgagacag aggcagcagt gatacccacc tgagagatcc tgtgtttgaa caactgcttc 60 
ccaaaacgga aagtatttca agcctaaacc tttgggtgaa aagaactctt gaagtcatga 120 
ttgcttcaca gtttctctca gctctcactt tggtgcttct cattaaagag agtggagcct 180 
ggtcttacaa cacctccacg gaa gctatga cttatgatga ggccagtgct tattgtcagc 240 
aaaggtacac acacctggtt gcaattcaaa acaaagaaga gattgagtac ctaaactcca 300 
tattgagcta ttcaccaagt tattactgga ttggaatcag aaaagtcaac aatgtgtggg 360 
tctgggtagg aacccagaaa cctctgacag aagaagccaa gaactgggct ccaggtgaac 420 
ccaacaatag gcaaaaagat gaggactgcg tggagatcta catcaagaga gaaaaagatg 480 
tgggcatgtg gaatgatgag aggtgcagca agaagaagct tgccctatgc tacacagctg 540 
cctgtaccaa tacatcctgc agtggccacg gtgaatgtgt agagaccatc aataattaca 600 
cttgcaagtg tgaccctggc ttcagtggac tcaagtgtga gca aattgtg aactgtacag 660 
ccctggaatc ccctgagcat ggaagcctgg tttgcagtca cccactggga aacttcagct 720 
acaattcttc ctgctctatc agctgtgata ggggttacct gccaagcagc atggagacca 780 
tgcagtgtat gtcctctgga gaatggagtg ctcctattcc agcctgcaat gtggttgagt 840 
gtgatgctgt gacaaatcca g ccaatgggt tcgtggaatg tttccaaaac cctggaagct 900 
tcccatggaa cacaacctgt acatttgact gtgaagaagg atttgaacta atgggagccc 960 
agagccttca gtgtacctca tctgggaatt gggacaacga gaagccaacg tgtaaagctg 1020 
tgacatgcag ggccgtccgc cagcctcaga atggctctgt gaggtgcagc cattcccctg 10 80 
ctggagagtt caccttcaaa tcatcctgca acttcacctg tgaggaaggc ttcatgttgc 1140 
agggaccagc ccaggttgaa tgcaccactc aagggcagtg gacacagcaa atcccagttt 1200 
gtgaagcttt ccagtgcaca gccttgtcca accccgagcg aggctacatg aattgtcttc 1260 
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ctagtgcttc tggcagtttc cgttatgggt ccagctg tga gttctcctgt gagcagggtt 1320 
ttgtgttgaa gggatccaaa aggctccaat gtggccccac aggggagtgg gacaacgaga 1380 
agcccacatg tgaagctgtg agatgcgatg ctgtccacca gcccccgaag ggtttggtga 1440 
ggtgtgctca ttcccctatt ggagaattca cctacaagtc ctcttgtgcc ttcagctgtg 1500 
aggagggatt tgaattatat ggatcaactc aacttgagtg cacatctcag ggacaatgga 1560 
cagaagaggt tccttcctgc caagtggtaa aatgttcaag cctggcagtt ccgggaaaga 1620 
tcaacatgag ctgcagtggg gagcccgtgt ttggcactgt gtgcaagttc gcctgtcctg 1680 
aaggatggac gctcaatggc tctgcagctc ggacatgtgg agccacagga cactggtctg 1740 
gcctgctacc tacctgtgaa gctcccactg agtccaacat tcccttggta gctggacttt 1800 
ctgctgctgg actctccctc ctgacattag caccatttct cctctggctt cggaaatgct 1860 
tacggaaagc aaagaaattt gttcctgcca gcagctgcca aagccttgaa tcagacggaa 1920 
gctaccaaaa gccttcttac atcct ttaag ttcaaaagaa tcagaaacag gtgcatctgg 1980 
ggaactagag ggatacactg aagttaacag agacagataa ctctcctcgg gtctctggcc 2040 
cttcttgcct actatgccag atgcctttat ggctgaaacc gcaacaccca tcaccacttc 2100 
aatagatcaa agtccagcag gcaaggacgg ccttcaactg aaaagactca gtgttccctt 2160 
tcctactctc aggatcaaga aagtgttggc taatgaaggg aaaggatatt ttcttccaag 2220 
caaaggtgaa gagaccaaga ctctgaaatc tcagaattcc ttttctaact ctcccttgct 2280 
cgctgtaaaa tcttggcaca gaaacacaat attttgtggc tttctttctt ttgcccttca 2340 
cagtgtttcg acagctgatt acacagttgc tgtcataag a atgaataata attatccaga 2400 
gtttagagga aaaaaatgac taaaaatatt ataacttaaa aaaatgacag atgttgaatg 24 60 
cccacaggca aatgcatgga gggttgttaa tggtgcaaat cctactgaat gctctgtgcg 2520 
agggttacta tgcacaattt aatcactttc atccctatgg gattcagtgc ttcttaaaga 2580 
gttcttaagg attgtgatat ttttacttgc attgaatata ttataatctt ccatacttct 2640 
tcattcaata caagtgtggt agggacttaa aaaacttgta aatgctgtca actatgatat 2700 
ggtaaaagtt acttattcta gattaccccc tcattgttta ttaacaaatt atgttacatc 2760 
tgttttaaat ttatttcaaa aagggaaact attgtcccct agcaaggcat ga tgttaacc 2820 
agaataaagt tctgagtgtt tttactacag ttgttttttg aaaacatggt agaattggag 2880 
agtaaaaact gaatggaagg tttgtatatt gtcagatatt ttttcagaaa tatgtggttt 2940 
ccacgatgaa aaacttccat gaggccaaac gttttgaact aataaaagca taaatgcaaa 3000 
cacacaaagg tataatttta tgaatgt ctt tgttggaaaa gaatacagaa agatggatgt 3060 
gctttgcatt cctacaaaga tgtttgtcag atgtgatatg taaacataat tcttgtatat 3120 
tatggaagat tttaaattca caatagaaac tcaccatgta aaagagtcat ctggtagatt 3180 
tttaacgaat gaagatgtct aatagttatt ccctatttgt tttcttctgt atgttagggt 3240 
gctctggaag agaggaatgc ctgtgtgagc aagcatttat gtttatttat aagcagattt 3300 
aacaattcca aaggaatctc cagttttcag ttgatcactg gcaatgaaaa attctcagtc 3360 
agtaattgcc aaagctgctc tagccttgag gagtgtgaga atcaaaactc tcctacactt 3420 
ccattaactt agcatgtgtt gaaaaaaaaa gtttcagaga agttctggct gaacactggc ■ 34 8 0 
aacgacaaag ccaacagtca aaacagagat gtgataagga tcagaacagc agaggttctt 3540 
ttaaaggggc agaaaaactc tgggaaataa gagagaacaa ctactgtgat caggctatgt 3600 
atggaataca gtgttatttt ctttgaaatt gtttaagtgt tgtaaatatt tatgtaaact 3660 
gcattagaaa ttagc tgtgt gaaataccag tgtggtttgt gtttgagttt tattgagaat 3720 
tttaaattat aacttaaaat attttataat ttttaaagta tatatttatt taagcttatg 3780 
tcagacctat ttgacataac actataaagg ttgacaataa atgtgcttat gttt 3834 



<210> 262 
<211> 267 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> inisc_feature 
<222> (1) . . (267) 

<22 3> 3' terminal sequence, epidermal growth 
factor (beta -urogastrone) (EGF) gene. 

<400> 262 

gtttatgttt ttggtgattt tatttaaata attagaagaa attcatcgtt gt ctataatg 60 
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aaaacaaatc aggcaattta cttacaatct 
aatcacacca agagggaaaa ttctgtaggg 
aagcctcctg tgtaatattt taaaatanaa 
natctaatct gaaaaaatca gtttcta 



tgtaactgaa aatacataca aattctgtgc 120 
gaaaaggaca gtaatgacta agaaactccg 180 
tgttttcatt caaatatttt aaaaaataag 240 

267 



<210> 263 
<211> 383 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) . . (383) 

<223> 5' terminal sequence, protein kinase c, 
substrate 80 k-h (PRKCSH) gene. 



<400> 263 

ggagtccgag gtgcaggggg agcagcccaa gccggccagc cctgctgagn gaagacaaaa 60 

tnccgcccta cgacgagcag acgcaggcct tcatcgatgc tgcccaggag gcccgcaaca 120 

agttcgagga ggccgagcgg tcgctgaagg acatggagga gtccatcagg aacctggnag 180 

caaganattt cttttgactt tggccccaac ggnagttttg cttacctgta cagccagtgc 240 

tacgagctca ccaccaacga atacgtctac cgcctctncc ccttcaagct tgtnttcgna 300 

gaaacccaaa ctcgggggct ctcccaccag ccttggcacc tgggggcttc atgggattgg 360 

gccccgacca cnacaatttc agt 383 



<210> 254 

<211> 2056 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: primer 
<220> 

<221> misc_feature 
<222> (1) . . (2056) 

<223> protein kinase c substrate 80k -h (PRKCSH) 
gene. 

<400> 264 

ggaaccgcgg ctgctggaca agaggggtgc ggtggatact gacctttgct ccggcctcgt 60 

cgtgaagaca cagcgcatct ccccgctgta ggcttctccc acagaacccg tttcgggcct 120 

cagagcgtct ggtgagatgc tgttgccgct gctgctgctg ctacccatgt gctgggccgt 180 

ggaggtcaag aggccccggg gcgtctccct caccaatcat cacttctacg atgag tccaa 240 

gcctttcacc tgcctggacg gttcggccac catcccattt gatcaggtca acgatgacta 300 

ttgcgactgc aaagatggct ctgacgagcc aggcacggct gcctgtccta atggcagctt 360 

ccactgcacc aacactggct ataagcccct gtatatcccc tccaaccggg tcaacgatgg 420 

tgtttgtgac tgctgcgatg gaacagacga gta caacagc ggcgtcatct gtgagaacac 480 

ctgcaaagag aagggccgta aggagagaga gtccctgcag cagatggccg aggtcacccg 540 

cgaagggttc cgtctgaaga agatccttat tgaggactgg aagaaggcac gggaggagaa 600 

gcagaaaaag ctcattgagc tacaggctgg gaagaagtct ctggaagacc aggtggagat 660 

gctgcggaca gtgaaggagg aagctgagaa gccagagaga gaggccaaag agcagcacca 720 

gaagctgtgg gaagagcagc tggctgctgc caaggcccaa caggagcagg agctggcggc 780 

tgatgccttc aaggagctgg atgatgacat ggacgggacg gtctcggtga ctgagctgca 840 

gactcacccg gagctggaca cagatgggga tggggcgttg tcagaagcgg aag ctcaggc 900 

cctcctcagt ggggacacac agacagacgc cacctctttc tacgaccgcg tctgggccgc 960 
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catcagggac aagtaccggt ccgaggcact gcccaccgac cttccagcac cttctgcccc 1020 
tgacttgacg gagcccaagg aggagcagcc gccagtgccc tcgtcgccca cagaggagga 1080 
ggaggaggag gaggaggagg aagaagaggc tgaagaagag gaggaggagg aggattccga 1140 
ggaggcccca ccgccactgt cacccccgca gccggccagc cctgctgagg aagacaaaat 1200 
gccgccctac gacgagcaga cgcaggcctt catcgatgct gcccaggagg cccgcaacaa 1260 
gttcgaggag gccgagcggt cgctgaagga catggaggag tccatcagga acctggagca 1320 
agagatttct tttgactttg gccccaacgg ggagtttgct tacctgtaca gccagtgcta 1380 
cgagctcacc accaacgaat acgtctaccg cctctgcccc ttcaagcttg tctcgcagaa 1440 
acccaaactc gggggctctc ccaccagcct tggcacctgg ggctcatgga ttggccccga 1500 
ccacgacaag ttcagtgcca tgaagtatga gcaaggcacg ggc tgctggc agggccccaa 1560 
ccgctccacc accgtgcgcc tcctgtgcgg gaaagagacc atggtgacca gcaccacaga 1620 
gcccagtcgc tgcgagtacc tcatggagct gatgacgcca gccgcctgcc cggagccacc 1680 
gcctgaagca cccaccgaag acgaccatga cgagctctag ctggatgggc gcagagaacc 1740 
tcaagaaggc atgaagcc ag cccctgcagt gccgtccacc cgcccctctg ggcctgcctg 1800 
tggctctgtt gccctcctct gtggcggcag gacctttgtg gggcttcgtg ccctgctctg 1860 
gggcccaggc ggggctggtc cacattccca ggccccaaca gcctccaaag atgggtaaag 1920 
gagcttgccc tccctgggcc ccccaccttg gtgactcgcc ccaccacccc cagccct gtc 1980 
cctgccaccG ctcctagtgg ggactagtga atgacttgac ctgtgacctc aatacaataa 2040 
atgtgatccc ccaccc 2056 

<210> 265 
<211> 379 
<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :primer 

<220> 

<221> misc_feature 
<222> (1) . . (379) 

<223> 5' terminal sequence, diphtheria toxin 

receptor (heparin -binding epidermal growth 
factor -like growth factor) (DTR) gene. 

<400> 265 

ggttctgtga cccatctgta gtaatttatt gtctgtctac atttctgc ag atcttccgtg 60 

gtcagagtgc cactgcggga ntctgtatgg tcaggatgta ggggttaact tggtcagagc 120 

cactctatga gttggacttc agtcttgcct aggcgatttt gtctaccatt tgtgttttga 180 

aagcccaagg tgctgatgtc aaagtgtaac agatatcagt gtctccccgt gtcctctccc 240 
tgccaagtct cagaagaggt tgggctt cca tgcctgtagc tttcctggtc cctcaccccc 300 

' atggccccag gcccacagcg tggagactnc actttnccct tgtgtcaaga catttctctn 360 

aactcctgnc attcttctg 3''9 



<210> 266 

<211> 2360 

<212> DNA/RMA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 
<222> (1) . . (2360) 

<223> diphtheria toxin receptor (heparin -binding 

epidermal growth factor -like growth factor) (DTR) 
gene. 
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<400> 266 

gctacgcggg ccacgctgct ggctggcctg 
gggcgggctg agtgagcaag acaagacact 
ccaggcttgc acgcagaggc gggcggcaga 
cgcccagctc tggtgccagc gcccagtggc 
gcctcctctc ggtgcgggac catgaagctg 
gctgcagttc tctcggcact ggtgactggc 
gctgctggaa ccagcaaccc ggaccctccc 
ggaggcggcc gggaccggaa agtccgtgac 
gtcactttat cctccaagcc acaagcactg 
agaaagaaga aaggcaaggg gctagggaag 
gacttctgca tccatggaga atgcaaatat 
tgccacccgg gttaccatgg agagaggtgt 
ttatatacct atgaccacac aaccatcctg 
tgtctgctgg tcatcgtggg gcttctcatg 
gtggaaaatg aagagaaagt gaagttgggc 
ctcaaggaat cggctgggga ctgctacctc 
gaggggaaag acttccatct agtcacaaag 
tgggcctccc ataattgctt tgccaaaata 
tccgatggta tctgggtaag aagaaagcaa 
ccctccacca aaccccactt cccctcataa 
aatgccggtt aaattccata tgctccagga 
gaaggagagc aagaaggaaa gatttgtgaa 
atgtactcaa gtaccaccaa gggatct gcc 
gttaactgtg aaataccaca agcctgagaa 
aaataacaac tatttttgtt gttgttgttt 
tattctatgt atgttaattt atttagtttt 
tagactgtta ctttggcaat ttcctggccc 
tgccacccac ctttgccaca aagctaggat 
gtctgtctac atttctgcag atcttccgtg 
gtcaggatgt aggggttaac ttggtcagag 
taggcgattt tgtctaccat ttgtgttttg 
cagatatcag tgtctccccg tgtcctctcc 
atgcctgtag ctttcctggt ccctcacccc 
ctttcccttg tgtcaagaca tttctctaac 
aggggtcagt gcagcagagg acagtctgga 
ggaacaggga acattggagc tgactgttct 
agaaggttgg aggtggggaa ggctttgtat 
gtatgctgtc atggtccttt ctggaagttt 
tatttccaaa cctggttcat atttatactt 
ataaaaaaaa aaaaaaaaaa 



accta ggcgc gcggggtcgg gcggccgcgc 60 
caagaagagc gagctgcgcc tgggtcccgg 120 
cggtgcccgg cggaatctcc tgagctccgc 180 
cgccgcttcg aaagtgactg gtgcctcgcc 240 
ctgccgtcgg tggtgctgaa gctctttctg 300 
gagagcctgg agcggcttcg gagagggcta 360 
actgtatcca cggaccagct gctaccccta 420 
ttgcaagagg cagatctgga cetttt gaga 480 
gccacaccaa acaaggagga gcacgggaaa 540 
aagagggacc catgtcttcg gaaatacaag 600 
gtgaaggagc tccgggctcc ctcctgcatc 650 
catg ggctga gcctcccagt ggaaaatcgc 720 
gccgtggtgg ctgtggtgct gtcatctgtc 780 
tttaggtacc ataggagagg aggttatgat 840 
atgactaatt cccactgaga gagacttgtg 900 
tgagaagaca caaggtgatt tcagactgca 960 
actccttcgt ccccagttgc cgtctaggat 1020 
ccagagcctt caagtgccaa acagagtatg 1080 
aagcaaggga ccttcatgcc ct tctgattc 1140 
gtttgtttaa acacttatct tctggattag 1200 
tctttgactg aaaaaaaaaa agaagaagaa 1260 
ctggaagaaa gcaacaaaga ttgagaagcc 1320 
attgggaccc tccagtgctg gatttgatga 1380 
ctgaattttg ggacttctac ccagatggaa 1440 
gtaaatgcct cttaaattat atatttattt 1500 
taacaatcta acaataatat ttcaagtgcc 1550 
tccactcctc atccccacaa tctggcttag 1620 
ggttctgtga cccatctgta gtaatttatt 1580 
gtcagagtgc cactgcggga gctctgtatg 174 0 
ccactctatg agttggactt cagtcttgcc 1800 
aaagcccaag gtgctgatgt caaagtgtaa 1860 
ctgccaagtc tcagaagagg ttgggcttcc 1920 
catggcccca ggccacagcg tgggaactca 1980 
tcctgccatt cttctggtgc tactccatgc 204 0 
gaaggtatta gcaaagcaaa aggctgagaa 2100 
tggtaactga ttacctgcca attgctaccg 2160 
aatcccaccc acctcaccaa aacg atgaag 2220 
Gtggtgccat ttctgaactg ttacaacttg 2280 
tgcaatccaa ataaagataa cccttattcc 2340 

2360 



<210> 267 
<211> 435 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) . . (435) 

<223> 5' terminal sequence, integrin, beta 2 
(antigen cdl8 (p95) , lymphocyte 

function -associated antigen 1; macrophage antigen 
1 (mac-1) beta subunit) (ITGB2) gene. 

<400> 267 

aggagtgccc cggctgcccc tcaccctgtg gcaagtacat ctcctgcgcc gagtgcctga 60 



BNSDOCID: <WO_ 0246467A2_I _> 



wo 02/46467 PCT/1B0]/«2811 

175/292 

agttcgaaaa gggcccctnt ggaagaactg cagcgcggcg tgtccgggcc tgcagctgtc 120 

gaacaacccc gtgaagggca ggacctgcaa ggagagggac tcagag ggct gctgggtggc 18 0 

ctacacgctg gagcagcagg acgggatgga ccgctacctc atctatgtgg atgagagccg 240 

agagtgtgtg gcaggcccca acatcgccgc catcgtcggg ggcaccgtgg gcaggcatcg 300 

tgctgatcgg cattctcctg ctggtcatct gggaaggctc tgatccacct gagcgacctc 3 60 

cgggagttac aggcgttttg agna ggagaa gctcaagtcc cagtnggaac aatgattatt 42 0 
ccctttttca agagc ^-^^ 



<210> 268 

<211> 2776 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: primer 

<220> 

<221> inisc__f eatur e 
<222> (1)..{2776) 

<223> integrin, beta 2 (antigen cdl8 (p95) , 

lymphocyte function -associated antigen 1; 
macrophage antigen 1 (mac -1) beta subunit) (ITGB2) 
gene . 

<400> 268 

cagggcagac tggtagcaaa gcccccacgc ccagccagga gcaccgccgc ggact ccagc 60 
acaccgaggg acatgctggg cctgcgcccc ccactgctcg ccctggtggg gctgctctcc 120 
ctcgggtgcg tcctctctca ggagtgcacg aagttcaagg tcagcagctg ccgggaatgc 180 
atcgagtcgg ggcccggctg cacctggtgc cagaagctga acttcacagg gccgggggat 240 
cctgactcca ttcgctgcga cacccggcca cage tgctca tgaggggctg tgcggctgac 300 
gacatcatgg accccacaag cctcgctgaa acccaggaag accacaatgg gggccagaag 360 
cagctgtccc cacaaaaagt gacgctttac ctgcgaccag gccaggcagc agcgttcaac 420 
gtgaccttcc ggcgggccaa gggctacccc atcgacctgt actatctgat ggacctctcc 480 
tactccatgc ttgatgacct caggaatgtc aagaagctag gtggcgacct gctccgggcc 54 0 
ctcaacgaga tcaccgagtc cggccgcatt ggcttcgggt ccttcgtgga caagaccgtg 600 
ctgccgttcg tgaacacgca ccctgataag ctgcgaaacc catgccccaa caaggagaaa 660 
gagtgccagc ccccgtttgc cttcaggcac gtgctgaagc tgaccaacaa ctcc aaccag 720 
tttcagaccg aggtcgggaa gcagctgatt tccggaaacc tggatgcacc cgagggtggg 780 
ctggacgcca tgatgcaggt cgccgcctgc ccggaggaaa tcggctggcg caacgtcacg 840 
cggctgctgg tgtttgccac tgatgacggc ttccatttcg cgggcgacgg aaagctgggc 900 
gccatcctga cccccaacga cggccgctgt ca cctggagg acaacttgta caagaggagc 960 
aacgaattcg actacccatc ggtgggccag ctggcgcaca agctggctga aaacaacatc 1020 
cagcccatct tcgcggtgac cagtaggatg gtgaagacct acgagaaact caccgagatc lOBO 
atccccaagt cagccgtggg ggagctgtct gaggactcca gcaatgtggt ccatctcatt 1140 
aagaatgctt acaataaact ctcctccagg gtcttcctgg atcacaacgc cctccccgac 1200 
accctgaaag tcacctacga ctccttctgc agcaatggag tgacgcacag gaaccagccc 1260 
agaggtgact gtgatggcgt gcagatcaat gtcccgatca ccttccaggt gaaggtcacg 1320 
gccacagagt gcatccagga gcagtcgttt gtcatccggg cgctggg ctt cacggacata 1380 
gtgaccgtgc aggttcttcc ccagtgtgag tgccggtgcc gggaccagag cagagaccgc 14 40 
agcctctgcc atggcaaggg cttcttggag tgcggcatct gcaggtgtga cactggctac 1500 
attgggaaaa actgtgagtg ccagacacag ggccggagca gccaggagct ggaaggaagc 1560 
tgccggaagg acaacaactc c atcatctgc tcagggctgg gggactgtgt ctgcgggcag 1620 
tgcctgtgcc acaccagcga cgtccccggc aagctgatat acgggcagta ctgcgagtgt 1680 
gacaccatca actgtgagcg ctacaacggc caggtctgcg gcggcccggg gagggggctc 17 40 
tgcttctgcg ggaagtgccg ctgccacccg ggctttgagg gctcagcgtg ccagtgcgag 1800 
aggaccactg agggctgcct gaacccgcgg cgtgttgagt gtagtggtcg tggccggtgc 18 60 
cgctgcaacg tatgcgagtg ccattcaggc taccagctgc ctctgtgcca ggagtgcccc 1920 
ggctgcccct caccctgtgg caagtacatc tcctgcgccg agtgcctgaa gttcgaaaag 1980 
ggcccctttg ggaagaactg cagcgcggcg tgtcc gggcc tgcagctgtc gaacaacccc 2040 
gtgaagggca ggacctgcaa ggagagggac tcagagggct gctgggtggc ctacacgctg 2100 
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gagcagcagg acgggatgga ccgctacctc atctatgtgg atgagagccg agagtgtgtg 2160 

gcaggcccca acatcgccgc catcgtcggg ggcaccgtgg caggcatcgt gctgatcggc 2220 

attctcctgc tggtcatctg gaaggctctg atccacctga gcgacctccg ggagtacagg 2280 

cgctttgaga aggagaagct caagtcccag tggaacaatg ataatcccct tttcaagagc 2340 

gccaccacga cggtcatgaa ccccaagttt gctgagagtt aggagcactt ggtgaagaca 2400 

aggccgtcag gacccaccat gtctgcccca tcacgcggcc gagacatgg c ttggccacag 2450 

ctcttgagga tgtcaccaat taaccagaaa tccagttatt ttccgccctc aaaatgacag 2520 

ccatggccgg ccggtgcttc tgggggctcg tcggggggac agctccactc tgactggcac 2580 

agtctttgca tggagacttg aggagggctt gaggttggtg aggttaggtg cgtgtttcct 2 64 0 

gtgcaagtca ggacatcagt ctg attaaag gtggtgccaa tttatttaca tttaaacttg 2700 

tcagggtata aaatgacatc ccattaatta tattgttaat caatcacgtg tatagaaaaa 2760 
aaaataaaac ttcaat 2776 



<210> 269 
<211> 449 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> inisc_feature 
<222> (1) . . (449) 

<223> 5' terminal sequence, neogenin (chicken) 
homolog 1 (NEOl) gene. 

<400> 269 

ccaggaccct gaaggtgcta ccagctcctc ttacttggcc agctcccaag aggaagattc 60 
aggccagagt cttcccactg cccatgttcg cccttcccac ccattgaaga gcttcgccgt 120 
gccagcaatc ccgcctccag gacctcccac ctatgatcct gcattgccaa gcacaccatt 180 
actgtcccag caagctctga accatcacat tcactcagtg aagacagcct ccatcgggac 240 
tctagggaag ggagccggcc tcctatgcca gtggttgttc ccagtgcccc t gaagtgcag 300 
ggagaccaca agggtgtttg gaaggattnc gagagtaggt attgaaccag ntgaggttga 360 
ncaaagagtt gggccatngg gggagggatt aattgaangg gaccttaaac gttttttnac 420 
aacagcttga cggactttta acggggggc 449 



<210> 270 

<211> 5297 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: primer 

<220> 

<221> misc_feature 
<222> (1) . . (5297) 

<223> neogenin (chicken) homolog 1 (NEOl) gene. 

<400> 270 

gggccgggcc gggctgggct ggagcagcgg cgcccgggag ccgagcttgc agcgagggac 50 
cggctgaggc gcgcgggagg gaaggaggca agggctccgc ggcgctgtcg cgctgccgct 120 
cactctcggg gaagagatgg cggcggagcg gggagcccgg cgactcctca gcaccccctc 180 
cttctggctc tactgcctgc tgctgctcgg gcgccgggcg ccgggcgccg cggcggccag 240 
gagcggctcc gcgccgcagt ccccaggagc cagcattcga acgttcactc cattttattt 300 
tctggtggag ccggtggata cactctcagt tagaggctct tctgttatat taaactgttc 360 
agcatattct gagccttctc caaaaattga atggaaaaaa gatggaactt ttttaaactt 420 
agtatcagat gatcgacgcc agcttctccc ggatggatct ttatttatca gcaatgtggt 480 
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gcattccaaa cacaataa ac ctgatgaagg ttattatcag tgtgtggcca ctgttgagag 540 
tcttggaact attatcagta gaacagcgaa gctcatagta gcaggtcttc caagatttac 600 
cagccaacca gaaccttcct cagtttatgc tgggaacgga gcaattctga attgtgaagt 660 
taatgcagat ttggtcccat ttgtgaggtg ggaacagaac agacaacccc ttcttctgga 720 
tgatagagtt atcaaacttc caagtggaat gctggttatc agcaatgcaa ctgaaggaga 780 
tggcgggctt tatcgctgcg tagtggaaag tggtgggcca ccaaagtata gtgatgaagt 8 40 
tgaattgaag gttcttccag atcctgaggt gatatcagac ttggtatttt tgaaacagcc 900 
ttctccctta gtcagagtca ttggtcagga tgtagtgt tg ccatgtgttg cttcaggact 960 
tcctactcca accattaaat ggatgaaaaa tgaggaggca cttgacacag aaagctctga 1020 
aagattggta ttgctggcag gtggtagcct ggagatcagt gatgttactg aggatgatgc 1080 
tgggacttat ttttgtatag ctgataatgg aaatgagaca attgaagctc aagcagagct 1140 
tacagtgcaa gctcaacctg aattcctgaa gcagcctact aatatatatg ctcacgaatc 1200 
tatggatatt gtatttgaat gtgaagtgac tggaaaacca actccaactg tgaagtgggt 1250 
caaaaatggg gatatggtta tcccaagtga ttattttaag attgtaaagg aacataatct 1320 
tcaagttttg ggtctggtga aatcagatga agggttctat cagtgcattg ct gaaaatga 1380 
tgttggaaat gcacaagctg gagcccaact gataatcctt gaacatgcac cagccacaac 1440 
gggaccactg ccttcagctc ctcgggatgt cgtggcctcc ctggtctcta cccgcttcat 1500 
caaattgacg tggcggacac ctgcatcaga tcctcacgga gacaacctta cctactctgt 1560 
gttctacacc aaggaaggga ttgctag gga acgtgttgag aataccagtc acccaggaga 1620 
gatgcaagta accattcaaa acctaatgcc agcgaccgtg tacatcttta gagttatggc 1680 
tcaaaataag catggctcag gagagagttc agctccactg cgagtagaaa cacaacctga 1740 
ggttcagctc cctggcccag cacctaacct tcgtgcatat gcagcttcgc ctacctccat 1800 
cactgttacg tgggaaacac cagtgtctgg caatggggaa attcagaatt ataagttgta 1850 
ctacatggaa aaggggactg ataaagaaca ggatgttgat gtttcaagtc actcttacac 1920 
cattaatggg ttgaaaaaat atacagagta tagtttccga gtggtggcct acaataaaca 1980 
tggtcctgga gtttccacac cagatgttgc tgttcgaaca ttgtcagatg ttcccagtgc 2040 
tgctcctcag aatctgtcct tggaagtgag aaattcaaag agtattatga ttcactggca 2100 
gccacctgct ccagccacac aaaatgggca gattactggc tacaagattc gctaccgaaa 2160 
ggcctcccga aagagtgatg tcactgagac cttggtaagc gggacacagc tgtctcagct 2220 
gattgaaggt cttga tcggg ggactgagta taatttccga gtggctgctc taacaatcaa 2280 
tggtacaggc ccggcaactg actggctgtc tgctgaaact tttgaaagtg acctagatga 2340 
aactcgtgtt cctgaagtgc ctagctctct tcacgtacgc ccgctcgtta ctagcatcgt 2400 
agtgagctgg actcctccag agaatcagaa cattgtggtc agaggttacg ccat tggtta 2460 
tggcattggc agccctcatg cccagaccat caaagtggac tataaacagc gctattacac 2520 
cattgaaaat ctggatccca gctctcacta tgtgattacc ctgaaagcat ttaataacgt 2580 
gggtgaaggc atccccctgt atgagagtgc tgtgaccagg cctcacacag acacttctga 2640 
agttgattta tttgttatta atgctccat a cactccagtg ccagatccca ctcccatgat 2700 
gccaccagtg ggagttcagg cttccattct gagtcatgac accatcagga ttacgtgggc 2760 
agacaactcg ctgcccaagc accagaagat tacagactcc cgatactaca ccgtccgatg 2820 
gaaaaccaac atcccagcaa acaccaagta caagaatgca aatgcaacca ctttgagtta 2880 
tttggtgact ggtttaaagc cgaatacact ctatgaattc tctgtgatgg tgaccaaagg 2940 
tcgaagatca agtacatgga gtatgacagc ccatgggacc acctttgaat tagttccgac 3000 
ttctccaccc aaggatgtga ctgttgtgag taaagagggg aaacctaaga ccataattgt 3060 
gaattggcag cctccctctg aagccaatgg caaaattaca gg ttacatca tatattacag 3120 
tacagatgtg aatgcagaga tacatgactg ggttattgag cctgttgtgg gaaacagact 3180 
gactcaccag atacaagagt taactcttga cacaccatac tacttcaaaa tccaggcacg 3240 
gaactcaaag ggcatgggac ccatgtctga agctgtccaa ttcagaacac ctaaagcgga 3300 
ctcctctgat aaaatgc eta atgatcaagc ctcagggtct ggagggaaag gaagccggct 3360 
gccagaccta ggatccgact acaaacctcc aatgagcggc agtaacagcc ctcatgggag 3420 
ccccacctct cctctggaca gtaatatgct gctggtcata attgtttctg ttggcgtcat 3480 
caccatcgtg gtggttgtga ttatcgctgt cttttgtacc cgtcgtacca cctctc acca 3540 
gaaaaagaaa cgagctgcct gcaaatcagt gaatggctct cataagtaca aagggaattc 3600 
caaagatgtg aaacctccag atctctggat ccatcatgag agactggagc tgaaacccat 3660 
tgataagtct ccagacccaa accccatcat gactgatact ccaattcctc gcaactctca 3720 
agatatcaca ccagttgaca actccatgga cagcaatatc catcaaaggc gaaattcata 3780 
cagagggcat gagtcagagg acagcatgtc tacactggct ggaaggcgag gaatgagacc 3840 
aaaaatgatg atgccctttg actcccagcc accccagcct gtgattagtg cccatcccat 3900 
ccattccctc gataaccctc accatcattt ccactccagc agcctcgctt ctccagctcg 3960 
cagtcatctc taccacccgg gcagcccatg gcccattggc acatccatgt ccctttcaga 4 020 
cagggccaat tccacagaat ccgttcgaaa tacccccagc actgacacca tgccagcctc 4080 
ttcgtctcaa acatgctgca ctgatcacca ggaccctgaa ggtgctacca gctcctctta 4140 
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cttggccagc tcccaagagg aagattcagg ccagagtctt ccca ctgccc atgttcgccc 4200 
ttcccaccca ttgaagagct tcgccgtgcc agcaatcccg cctccaggac ctcccaccta 4260 
tgatcctgca ttgccaagca caccattact gtcccagcaa gctctgaacc atcacattca 4320 
ctcagtgaag acagcctcca tcgggactct aggaaggagc cggcctccta tgccagtggt 4380 
tgttcccagt gcccctgaa g tgcaggagac cacaaggatg ttggaagact ccgagagtag 4440 
ctatgaacca gatgagctga ccaaagagat ggcccacctg gaaggactaa tgaaggacct 4500 
aaacgctatc acaacagcat gacgaccttc accaggacct gacttcaaac ctgagtctgg 4560 
aagtcttgga acttaaccct tgaaaacaag gaattgtaca gagtacgaga ggacagca ct 4620 
tgagaacaca gaatgagcca gcagactggc cagcgcctct gtgtagggct ggctccaggc 4680 
atggccacct gccttcccct ggtcagcctg gaagaagcct gtgtcgaggc agcttccctt 4740 
tgcctgctga tattctgcag gactgggcac catgggccaa aattttgtgt ccagggaaga 4800 
ggcgagaagt gcaacctgca tttcactttg tg gtcaggcc gtgtctttgt gctgtgactg 4860 
catcaccttt atggagtgta gacattggca tttatgtaca attttatttg tgtcttattt 4920 
tattttacct tcaaaaacaa aaacgccatc caaaaccaag gaagtccttg gtgttctcca 4980 
caagtggttg acatttgact gcttgttcca attatgtatg gaaagtcttt gacagtgtgg 5040 
gtcgttcctg gggttggctt gttttttggt ttcattttta ttttttaatt ctgagtcatt 5100 
gcatcctcta ccagctgtta atccatcact ctgaggggga ggaaatgttg cattgctgtt 5160 
tgtaagcttt ttttattatt tttttattat aattattaaa ggcctgactc tttcctctca 5220 
tcactgtgag attacagatc tatttgaatt gaatgaaatg taacat tgaa aaaaaaaaaa 5280 
aaaaaaaaaa aaaaaaa 5297 



<210> 271 
<211> 389 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) . . (389) 

<223> 3' terminal sequence, pou domain, class 2, 
transcription factor 2 (POU2F2) gene. 

<400> 271 

cagggaattn nttcatnatg gaaaaagaca actgaatgcc ctcaactgaa tgtcttcatc 60 
ccctcttgcc tgaaatttcc accttcccat aggctgggga gggagtcagt tccagagcag 120 
aggagggtga cagggttgag gagggacttg tgagagctag aacttggcaa aatggcctag 180 
cccacccttc aaaggggaaa agagggagga acaggggatg aaaagttntc cgcagccttc 240 
ccttgaactc tcccctgctg ggggagggag gaggttaaag caagaccccc tgcccaggtg 300 
gggagagctg ggggccaggg gagaagggga caaatggtag ggacacattc tgtttgagca 360 
caatgctaaa aattctgtac atcctttgg 389 



<210> 272 

<211> 2048 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: primer 
<220> 

<221> misc_feature 
<222> (1) . . (2048) 

<223> pou domain, class 2, transcription factor 2 
{POU2F2) gene. 

<400> 272 
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cgtcaacatg agttgggcct ggggcagatg 
cactccagca tgggggctcc agaaataaga 
ggtctggact ccccatcaga gcacacagac 
cagaaccccc aaaataagac ctccccattc 
atcaaggctg aagaccccag tggcgattca 
gcccagcctc atctgcccca ggcccaactc 
atacagcagc tcctccagct ccagca gctg 
cctgctcagt tcctgctacc gcaggcccag 
aatctattcc agctacctca gcaaacccag 
gggcttccca cacagccccc caaatgcttg 
gatctggagg agctggagca attcgcccgc 
ttcacgcagg gtgatgtggg cctggccatg 
acgaccattt cccgcttcga ggccctcaac 
cccctcctgg agaagtggct caacgatgca 
agccccaacc agctgagcag ccccagcctg 
aagaagagga ccagcatcga gacaaacgtc 
aaccagaagc ctacctcaga ggagatcctg 
gaagtgatcc gcgtctggtt ctg caaccgg 
agtgcggccc ccatgctgcc cagcccaggg 
acaccccaag ggggcgcggg gaccttaccg 
acagttacta ccttatcctc agctgtgggg 
ggtgggggcg ggggcggggc tgcgcccccc 
cccccggcca ccaccaacag cacaaacccc 
ttgtcaggcc tgaaccccag cacgggccct 
ccttgatggc agcgggaatc tggtgctggg 
cctggtgacc tcgccgctct tcttgaatca 
tggtgtgggc ctggtctcag cagcggctgc 
tcctggcctc tcctcctcat cctcttcatc 
gacggcagca cagacccctg gaggtccagg 
agggccaqcc atgcchcccc tcccattcct 
agaggggcag gaggccagtg gtggggacgc 
aggaaagacc aaaaaaacaa ccaaocaaaa 
acaaaagaga aaaccaaaaa taatcacaac 
tgaaaaacaa acaaaaaaaa ccaaaaacaa 
ctagagcc 



aggctggctg gcggggcggg cagcatggtt 60 
atgtctaagc ccctggaggc cgagaagcaa 120 
accgaaagaa atggacca ga cactaatcat 180 
tccgtgtccc caactggccc cagtacaaag 240 
gccccagcag cacccctgcc ccctcagccg 300 
atgttgacgg gcagccagct agctggggac 360 
gtgcttgtgc caggccacca cctccagcca 420 
cagagccagc caggcctgct accgacacca 480 
ggagctcttc tgacctccca gccccgggcc 540 
gagccaccat cccaccccga ggagcccagt 600 
accttcaagc aacgccgcat caagctgggc 660 
ggcaagctct acggcaacga cttcagccag 720 
ctgagcttca agaacatgtg caaactcaag 780 
gagactatgt ctgtgg actc aagcctgccc 84 0 
ggtttcgacg gcctgcccgg ccggagacgc 900 
cgcttcgcct tagagaagag ttttctagcg 960 
ctgatcgccg agcagctgca catggagaag 1020 
cgccagaagg agaaacgcat caacccctgc 1080 
aagccggcca gctacagccc ccatatggtc 1140 
ttgtcccaag cttccagcag tctgagcaca 1200 
acgctccacc ccagccggac agctggaggg 12 60 
ctcaattcca tcccctctgt cactccccca 1320 
agccctcaag gcagccactc ggctatcggc 1380 
ggcctctggt ggaaccctgc cccttaccag 1440 
ggcagcc ggt gcagccccgg ggagccctgg 1500 
tgctgggctg cccctgctca gcaccccgcc 1560 
ggctgtggca gcctccatct ccagcaagtc 1620 
ctcatcctcc tcctcctcca cttgcagcga 1680 
ggggcccgag gcagggtcca aacctgagtg 1740 
ctggtccctg ccttggtccc ttgcctggga 1800 
agagggtcct cagagcagga gtgacaaggg 1850 
aaaaaaaaaa aaaaggaaag aaactaacca 1920 
agaaaccagc tgccccaaag gaaccagagg 1980 
accaaaaaaa aaaaaaaacc tctaccccct 2040 

2048 



<210> 273 
<211> 472 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> inisc_f eature 
<222> (1) . . (472) 

<223> 3' terminal sequence, baculoviral iap 
repeat -containing 4 (BIRC4) gene. 

<400> 273 

ttttctatct ttccaccagc atggaaca at tgattccttt ttcacacaaa acaaattatg 60 

tgattgggga gattaactct aatctccaca tttatataca gaaagctcca tttgttaagc 120 

ctatctgaaa agaataaaaa atccagatga ttaattcact tacacttaga aattaaatca 180 

gtatactatg aatacacatt gtgttcagtt atagtatgat gcttcttatt cttagtctat 240 

ggtttcaatt aaataacagt aaaaaaaatg gataatacag ctaataccct gaaaaatcaa 300 

gaaattcaaa gattatattg ccaactaaaa cactgccatg tacatttttt ttcctacttg 360 

gtagcaaatg ctaatggaat tcaatcctga ttacttaaag tcagttcaca tcacacattc 420 

aatcagggta ataagaacaa cataacatgc ctaccataga gttagatta a ga 472 
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<210> 274 

<211> 2540 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: primer 
<220> 

<221> inisc_feature 
<222> (1) . . (2540) 

<223> baculoviral iap repeat -containing 4 (BIRC4) 
gene . 

<400> 274 

gaaaaggtgg acaagtccta ttttcaagag aagatgactt ttaacagttt tgaaggatct 60 
aaaacttgtg tacctgcaga catcaataag gaagaagaat ttgtagaaga gtttaataga 120 
ttaaaaactt ttgctaattt tccaagtggt agtcctgttt cagcatcaac actggcacga 180 
gcagggtttc tttatactgg tgaaggagat accgtgcggt gcttt agttg tcatgcagct 240 
gtagatagat ggcaatatgg agactcagca gttggaagac acaggaaagt atccccaaat 300 
tgcagattta tcaacggctt ttatcttgaa aatagtgcca cgcagtctac aaattctggt 360 
atccagaatg gtcagtacaa agttgaaaac tatctgggaa gcagagatca ttttgcctta 420 
gacaggccat ctgagacaca tgc agactat cttttgagaa ctgggcaggt tgtagatata 480 
tcagacacca tatacccgag gaaccctgcc atgtattgtg aagaagctag attaaagtcc 540 
tttcagaact ggccagacta tgctcaccta accccaagag agttagcaag tgctggactc 600 
tactacacag gtattggtga ccaagtgcag tgcttttgtt gtggtggaaa actgaaaaat 660 
tgggaacctt gtgatcgtgc ctggtcagaa cacaggcgac actttcctaa ttgcttcttt 720 
gttttgggcc ggaatcttaa tattcgaagt gaatctgatg ctgtgagttc tgataggaat 780 
ttcccaaatt caacaaatct tccaagaaat ccatccatgg cagattatga agcacggatc 640 
tttacttttg ggacatggat atactcagtt aacaaggagc age ttgcaag agctggattt 900 
tatgctttag gtgaaggtga taaagtaaag tgctttcact gtggaggagg gctaactgat 960 
tggaagccca gtgaagaccc ttgggaacaa catgctaaat ggtatccagg gtgcaaatat 1020 
ctgttagaac agaagggaca agaatatata aacaatattc atttaactca ttcacttgag 1080 
gagtgtctgg taagaactac tgagaaaaca ccatcactaa ctagaagaat tgatgatacc 1140 
abcttccaaa atcctatggt acaagaagct atacgaatgg ggttcagttt caaggacatt 1200 
aagaaaataa tggaggaaaa aattcagata tctgggagca actataaatc acttgaggtt 1260 
ctggttgcag atctagtgaa tgctcagaaa gacagtatgc aagatgagtc aagtcagac t 1320 
tcattacaga aagagattag tactgaagag cagctaaggc gcctgcaaga ggagaagctt 1380 
tgcaaaatct gtatggatag aaatattgct atcgtttttg ttccttgtgg acatctagtc 1440 
acttgtaaac aatgtgctga agcagttgac aagtgtccca tgtgctacac agtcattact 1500 
ttcaagcaaa aaatttttat gtcttaatct aac tctatag taggcatgtt atgttgttct 1560 
tattaccctg attgaatgtg tgatgtgaac tgactttaag taatcaggat tgaattccat 1620 
tagcatttgc taccaagtag gaaaaaaaat gtacatggca gtgttttagt tggcaatata 1680 
atctttgaat ttcttgattt ttcagggtat tagctgtatt atccattttt tttactgtta 1740 
tttaattgaa accatagact aagaataaga agcatcatac tataactgaa cacaatgtgt 1800 
attcatagta tactgattta atttctaagt gtaagtgaat taatcatctg gattttttat 1860 
tcttttcaga taggcttaac aaatggagct ttctgtatat aaatgtggag attagagtta 1920 
atctccccaa tcacataatt tgttttgtgt gaaaaaggaa taaattg ttc catgctggtg 1980 
gaaagataga gattgttttt agaggttggt tgttgtgttt taggattctg tccattttct 2040 
tgtaaaggga taaacacgga cgtgtgcgaa atatgtttgt aaagtgattt gccattgttg 2100 
aaagcgtatt taatgataga atactatcga gccaacatgt actgacatgg aaagatgtca 2160 
gagatatgtt aagtgtaaaa t gcaagtggc gggacactat gtatagtctg agccagatca 2220 
aagtatgtat gttgttaata tgcatagaac gagagatttg gaaagatata caccaaactg 2280 
ttaaatgtgg tttctcttcg gggagggggg gattggggga ggggccccag aggggtttta 2340 
gaggggcctt ttcactttcg acttttttca ttttgttctg ttcggatttt ttataagtat 2400 
gtagaccccg aagggtttta tgggaactaa catcagtaac ctaacccccg tgactatcct 2460 
gtgctcttcc tagggagctg tgttgtttcc cacccaccac ccttccctct gaacaaatgc 2520 
ctgagtgctg gggcactttg 2540 
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<210> 275 
<211> 842 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> iriisc_f eature 

<222> (1)..(842) 

<223> 3' terminal sequence, death associated 
protein 3 (DAP3) gene. 

<400> 275 

tagaaagata ttttattttt taggaaaaga gccataatta tcttaaa tgt gaaaaaccac 60 

atccaataaa ctgatataaa gttttaggaa caagggaata tcttattgtc acgcattcac 120 

agtgaaaccc attttaatgc aggtccagag ccaactgcag tcctgtccaa tcccataggt 180 

acaagggcct ggctcctctt cctgtgtact gcccgacttc ctcatcttac tgggtccagc 240 

ataaagcaga tgtccactgt cttcct caca tgctgtgatc ttggcttaga ggtaggcaca 300 

gtgccgctcc agcagcgagg ggttcgcgtt acttaggaac agcagctctt ttttcccttc 360 

ttctgtagga gctntctcat gttgaagcca attgttttcc aaataatact gaatacaact 420 

ttcaaattcc tttgggttat agttggaaac caggatggga ataaagggat ccagggcatc 480 

aaatccttcc tttcccagca actcctgcgg cagataggct ttccggggct taaagagaga 540 

cccagtctgg ctcagagccg acacaatggc gcctccatgc caatcatnct tcatcatttt 600 

cctcagttgt gaacaagtgc taattccctc ggggcaatcg ggctttatct tctgttttca 660 

gagggttctt coccaangag cattgatgcc accacggcca cctatg ggtg aaacataccc 720 

caatgaactt tgctctttag ctctttcagc acaatttcaa actgatctgg tgcgtccctc 780 

aaccgtgtta tgccctgtca aaccacttct cccagaagac tccctttctt aggcttttct 840 
ct 842 



<210> 276 

<211> 1608 

<212> DNA/RNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 
<222> (1)..(1608) 

<223> death associated protein 3 (DAP3) gene. 



<400> 276 

gaattccgcc ggccccaggc agcgtgtgtc 
ctcacgtgca aggatgatgc tgaaaggaat 
ggaccctggg cgttttttac acatggggac 

agataaccag gttccagttg agagtccgag 
ggccaagcat ggggatcagc acgagggtca 
gactgtattt ccccatggcc ttcctcctcg 
agcttgcctg atggtaagga aaccagccct 
ttttgcttat ccagctatac gatatcttct 
aagtctttgc catgttattc atttctgtgc 
agatgctcat ctttgggtga aaaattgtcg 
gcgctttgat caacctttag aggcttcaac 
gcgcttcctg aaccagataa aagttcaaga 
tgagaaaggg agtcctctgg gagaagtggt 
cacagatgca gttggaattg tgctgaaaga 
tcacctccta gtggccgtgg atggaatcaa 



ggtcgcctag gctggagaac tagtcct cga 60 
aacaaggctt atctctagga tccataagtt 120 
ccaggctcgc caaagcattg ctgctcacct 180 
agctatttcc cgcaccaatg agaatgaccc 240 
gcacta caac atctcccccc aggatttgga 300 
ctttgtgatg caggtgaaga cattcagtga 360' 
agaacttctg cattacctga aaaacaccag 420 
gtatggagag aagggaacag gaaaaaccct 480 
aaaacaggac tggctgatac tacatattcc 540 
ggatcttctg cagtccagct acaacaaaca 600 
ctggctgaag aatttcaaaa ctacaaatga 660 
gaagtatgtc tggaataaga gagaaa gcac 720 
tgaacagggc ataacacggg tgaggaacgc 780 
gctaaagagg caaagttctt tgggtatgtt 840 
tgctctttgg ggaagaacca ctctgaaaag 900 
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agaagataaa agcccgattg cccccgagga atta gcactt gttcacaact tgaggaaaat 960 

gatgaaaaat gattggcatg gaggcgccat tgtgtcggct ttgagccaga ctgggtctct 1020 

ctttaagccc cggaaagcct atctgcccca ggagttgctg ggaaaggaag gatttgatgc 1080 

cctggatccc tttattccca tcctggtttc caactataac ccaaaggaat ttgaaagttg 1140 

tattcagtat tatttggaaa acaattggct tcaacatgag aaagctccta cagaagaagg 1200 

gaaaaaagag ctgctgttcc taagtaacgc gaacccctcg ctgctggagc ggcactgtgc 1260 

ctacctctaa gccaagatca cagcatgtga ggaagacagt ggacatctgc tttatgctgg 1320 

acccagtaag atgaggaagt cgggcagtac acaggaagag gagccaggc c cttgtaccta 1380 

tgggattgga caggactgca gttggctctg gacctgcatt aaaatgggtt tcactgtgaa 1440 

tgcgtgacaa taagatattc ccttgttcct aaaactttat atcagtttat tggatgtggt 1500 

ttttcacatt taagataatt atggctcttt tcctaaaaaa taaaatatct ttctaaaaaa 1560 

aaaaaaaaaa aaaaaaaaaa aaa aaaaaaa aaaaaaaaaa aaaaaaaa 1608 



<210> 277 
<211> 361 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) . . (361) 

<223> 5' terminal sequence, gonadotropin -releasing 

hormone 1 (leutinizing -releasing hormone) (GNRHl) 
gene. 

<400> 277 

ttagattgca tgctattgta tgtctacagg gcatttgaca gcccaaggnt aaatccaggt 60 

gggacggtat ctaatgatgt cctgtccttc actgtccttg ccatcaccag ccacagagat 120 

ccaggctttg gggactccca cagcttatcg accag tgttt gatttagttt ttagcctctt 180 

tcccatcaaa tgaaaattaa cttggagaca catttcatta gaaaattaga ggcccccttg 240 

gctaggaagg catctggtct ggggactaac tactttgaac agtgttgagt cctctctccc 300 

acagatggtt cagccagcag taatgctnag ggaagactga agggatcaaa taganaaatg 360 

t • 361 



<210> 278 

<211> 470 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> iiiisc_f eature 
<222> (1)..(470) 

<223> gonadotropin -releasing hormone 1 

(leutinizing -releasing hormone) (GNRHl) gene. 

<400> 278 

gggatctttt tggctctctg cctctaaaca gaatgaagcc aattcaaaaa ctcctagctg 50 
gccttattct actgacttgg tgcgtggaag gctgctccag ccagcactgg tcctatggac 120 
tgcgccctgg aggaaagaga gatgccgaaa atttgattga ttctttcca a gagatagtca 180 
aagaggttgg tcaactggca gaaacccaac gcttcgaatg caccacgcac cagccacgtt 240 
ctcccctccg agacctgaaa ggagctctgg aaagtctgat tgaagaggaa actgggcaga 300 
agaagattta aatccattgg gccagaagga atgaccatta ctaacatgac ttaagtataa 360 
ttctgacatt gaaaatttat aacccat taa atacctgtaa atggtatgaa tttcagaaat 420 
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ccttacacca agttgcacat attccataat aaagtgctgt gttgtgaatg 



<210> 279 
<211> 320 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence rprxmer 

<220> 

<221> inisc_f eature 
<222> (1)..(320) 

<2'3> 3' terminal sequence, interleukin 2 

receptor, gamma (severe combined immunodeficiency) 
(IL2RG) gene. 

nJctLatL caacagaaac tttatttctc atcggttcag gaacaatcgg agggtagatg 60 
gaaagaggaa gggagggaaa gagggaggga ggaagaatcc tgcgaaaagg -^lll^llf f 
?tgagggaga agaaaaacat gttcggggca aaagggtaat tctcaagtgg gg^atgccaa 10 
atqaaggggt gcttacatgg gggcacaaaa ttccaaatca gccacagtgg ggtgaggtga 240 
g?atgagacg caggtggggt tgaatgaagg aaagttagta ccncttaggg ctacaggacc 300 
ctggggttct tctttcag ag 



<210> 280 
<211> 407 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 
<222> (1)..(407) 

<223> 5' terminal sequence, interleukin 2 

receptor, gaitima (severe combined immunodeficiency) 
(IL2RG) gene. 

ittcjgcaca gggaactttt cggcctggag tggtgtgtct aagggactgg ctgagagtct 60 
gcag?cagac tacagtgaac gactctgcct cgtcagtgag attcccccaa aaggaggggc 120 
ccttggggag gggcctgggc tnccccatgc aaccagcata gcccctactg ggccccccca 180 
tgttacaccc taaagcctga aacctgaacc ccantactct gacagaagaa ccccagggtc 240 
c'tgtagccct aagtggtact aactttcctt cattcaaccc acctgcgtct tatact-nc 
tcancccact gttggctgat tttggatttt tgtggcccca tgtaaggaac cctttaattt 360 
ggcattnccc aattgagaat taaccttttt gncccgaaca tgttttt 

<210> 291 

<211> 1451 

<212> DMA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence :primer 
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<221> iaisc_f eature 
<222> (1) . . (1451) 

<223> interleukin 2 receptor, gamma (severe 

combined immunodeficiency) (IL2RG) gene. 

<400> 281 

gaagagcaag cgccatgttg aagccatcat taccattcac atccctctta ttcctgcagc 50 

tgcccctgct gggagtgggg ctgaacacga caattctgac gcccaatggg aatgaagaca 120 

ccacagctga tttcttcctg accactatgc ccactgactc cc tcagtgtt tccactctgc 180 

ccctcccaga ggttcagtgt tttgtgttca atgtcgagta catgaattgc acttggaaca 240 

gcagctctga gccccagcct accaacctca ctctgcatta ttggtacaag aactcggata 300 

atgataaagt ccagaagtgc agccactatc tattctctga agaaatcact tctggctgtc 360 

agttgcaaaa aaaggagatc cacctctacc aaacatttgt tgttcagctc caggacccac 420 

gggaacccag gagacaggcc acacagatgc taaaactgca gaatctggtg atcccctggg 480 

ctccagagaa cctaacactt cacaaactga gtgaatccca gctagaactg aactggaaca 540 

acagattctt gaaccactgt ttggagcact tggtgcagta ccggactgac tgggaccaca 50 0 

gctggactga acaatcagtg gattatagac ataagttctc cttgcctagt gtqgatgggc 660 

agaaacgcta cacgtttcgt gttcggagcc gctttaaccc actctgtgga agtgctcagc 720 

attggagtga atggagccac ccaatccact gggggagcaa tacttcaaaa gagaatcctt 780 

tcctgtttgc attggaagcc gtggttatct ctgttggctc catgggattg attatcagcc 840 

ttctctgtgt gtatttctgg ctggaacgga cgatgccccg aattcccacc ctgaagaacc 900 

tagaggatct tgttactgaa taccacggga acttttcggc ctggagtggt gtgtctaagg 960 

gactggctga gagtctgcag ccagactaca gtgaacgact ctgcctcgtc agtgagattc 1020 

ccccaaaagg aggggccc tt ggggaggggc ctggggcctc cccatgcaac cagcatagcc 1080 

cctactgggc ccccccatgt tacaccctaa agcctgaaac ctgaacccca atcctctgac 1140 

agaagaaccc cagggtcctg tagccctaag tggtactaac tttccttcat tcaacccacc 1200 

tgcgtctcat actcacctca ccccactgtg gctgatttgg aattttgtgc ccccatg taa 1260 

gcaccccttc atttggcatt ccccacttga gaattaccct tttgccccga acatgttttt 1320 

cttctccctc agtctggccc ttccttttcg caggattctt cctccctccc tctttccctc 1380 

ccttcctctt tccatctacc ctccgattgt tcctgaaccg atgagaaata aagtttctgt 1440 
tgataatcat c 1451 



<210> 282 
<211> 317 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_f eature 
<222> (1) . . (317) 

<223> 3' terminal sequence, death associated 
protein 3 ( DAP3) gene. 

<400> 282 

atctaacaca acactttaga aagatatttt attttttagg aaaagagcca taattatctt 60 
aaatgtgaaa aaccacatcc aataaactga tataaagttt taggnacaag ggaatatctt 120 
attgtcacgc attcacagtg aaacccattt taatgcaggt ccagagccaa ctgcagtcct 180 
gtccaatccc atagggtaca a gggcctggg ctcctcttcc tgtgtactgc ccgacttcct 240 
catcttactg gggtccagca taaagcagga tgtccactgt cttcctcaca tgctgtganc 300 
ttggncttag gaggtag 317 



<210> 283 
<211> 358 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: primer 

<220> 

<221> misc_feature 
<222> (1) . . (358) 

<223> 5' terminal sequence, death associated 
protein 3 (DAP3) gene. 

<400> 283 

aggacgggcg ctttggagcc ggccccaggc agcgtgtgtc ggtcgcctag tctggagaac 60 

tagtcctcga ctcacgtgca aggatgatgc tgaaaggaat aacaaggctt atctctagga 120 

tccataagtt ggaccctggg cgttttttac acatggggac ccaggctcgn caaagcattg 180 

ctgctcacct agataaccca ggttcccagt tgagagtccc gagagctatt ttcccgcaac 240 

caatgagaat gaccccggcc caagcatggg ggatcancaa ggagggtcaa gcaa tnacaa 300 

canttttccc cccaggattt tgggagaatt gtaattttcc ccatnggcct ttncttcc 358 



<210> 284 
<211> 416 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: primer 

<220> 

<221> misc_feature 
<222> (1) . . (416) 

<223> 5' terminal sequence. ptk2 protein tyrosine 
kinase 2 (PTK2) gene. 



<400> 284 

gcacagaagc tattgaactc tgacctgggt gagctcatca acaagatgaa actggcccag 60 

cagtatgtca tgaccagcct ccagcaagag tacaaaaagc aaatgctgac tgctgctcac 120 

gccctggctg tggatgccaa aaacttactc gatgtcattg a ccaagcaag actgaaaatg 180 

cttgggcaga cgagaccaca ctgagcctcc cctaggagca cgtcttgcta ccctcttttg 240 

aagatgttct ctagccttcc accagcagcg agganttaac cctgtgtcct cagtncgcca 300 

gcacttacag ctccaacttt tttgaatgac catctggttg aaaaatcttt ctcatataag 360 

tttnaaccac atttggattt ggggttcatt ttttgttttg tttttttttc aatcat 416 



<210> 285 

<211> 3052 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: primer 

<220> 

<221> misc_feature 
<222> (1) . . (3052) 

<223> ptk2 protein tyrosine kinase 2 (PTK2) g ene. 

<400> 285 

ccggtgtgaa ggccatgagt gattactggg ttgttggaaa gaagtctaac tatgaagtat 60 
tagaaaaaga tgttggttta aagcgatttt ttcctaagag tttactggat tctgtcaagg 120 
ccaaaacact aagaaaactg atccaacaaa catttagaca atttgccaac cttaatagag 180 
aagaaagtat tctgaaattc tttgagat cc tgtctccagt ctacagattt gataaggaat 240 
gcttcaagtg tgctcttggt tcaagctgga ttatttcagt ggaactggca atcggcccag 300 
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aagaaggaat cagttaccta acggacaagg gctgcaatcc cacacatctt gctgacttca 360 
ctcaagtgca aaccattcag tattcaaaca gtgaagacaa ggacagaaaa ggaatgctac 420 
aactaaaaat agcaggtgca cccgagcctc tgacagtgac ggcaccatcc ctaaccattg 480 
cggagaatat ggctgaccta atagatgggt actgccggct ggtgaatgga acctcgcagt 540 
catttatcat cagacctcag aaagaaggtg aacgggcttt gccatcaata ccaaagttgg 600 
ccaacagcga aaagcaaggc atgcggacac acgccgtctc tgtgtcag aa acagatgatt 660 
atgctgagat tatagatgaa gaagatactt acaccatgcc ctcaaccagg gattatgaga 720 
ttcaaagaga aagaatagaa cttggacgat gtattggaga aggccaattt ggagatgtac 780 
atcaaggcat ttatatgagt ccagagaatc cagctttggc ggttgcaatt aaaacatgta 840 
aaaactgtac ttcggacagc gtgaga gaga aatttcttca agaagcctgc cattacacat 900 
ctttgcactg gaattggtgc agatatataa gtgatcctaa tgttgatgcc tgcccagacc 960 
ccaggaatgc agagttaaca atgcgtcagt ttgaccatcc tcatattgtg aagctgattg 1020 
gagtcatcac agagaatcct gtctggataa tcatggagct gtgcacactt ggagagctga 1080 
ggtcattttt gcaagtaagg aaatacagtt tggatctagc atctttgatc ctgtatgcct 1140 
atcagcttag tacagctctt gcatatctag agagcaaaag atttgtacac agggacattg 1200 
ctgctcggaa tgttctggtg tcctcaaatg attgtgtaaa attaggagac tttggattat 1260 
cccgatatat ggaagatagt acttactaca aagcttccaa a ggaaaattg cctattaaat 1320 
ggatggctcc agagtcaatc aattttcgac gttttacctc agctagtgac gtatggatgt 1380 
ttggtgtgtg tatgtgggag atactgatgc atggtgtgaa gccttttcaa ggagtgaaga 1440 
acaatgatgt aatcggtcga attgaaaatg gggaaagatt accaatgcct ccaaattgtc 1500 
ctcctaccct ctacagcctt atgacgaaat gctgggccta tgaccccagc aggcggccca 1560 
ggtttactga acttaaagct cagctcagca caatcctgga ggaagagaag gctcagcaag 1620 
aagagcgcat gaggatggag tccagaagac aggccacagt gtcctgggac tccggagggt 1680 
ctgatgaagc accgcccaag cccagcagac cgggttatcc cagtccgagg tccag cgaag 1740 
gattttatcc cagcccacag cacatggtac aaaccaatca ttaccaggtt tctggctacc 1800 
ctggttcaca tggaatcaca gccatggctg gcagcatcta tccaggtcag gcatctcttt 1860 
tggaccaaac agattcatgg aatcatagat ctcaggagat agcaatgtgg cagcccaatg 1920 
tggaggactc tacagtattg gacctgcgag ggattgggca agtgttgcca acccatctga 1980 
tggaagagcg tctaatccga cagcaacagg aaatggaaga agatcagcgc tggctggaaa 2040 
aagaggaaag atttctgatt ggaaaccaac atatatatca gcctgtgggt aaaccagatc 2100 
ctgcagctcc accaaagaaa ccgcctcgcc ctggagctcc cggtcatctg ggaagccttg 2160 
ccagcctcag cagccctgct gacagctaca acgagggtgt caagcttcag ccccaggaaa 2220 
tcagcccccc tcctactgcc aacctggacc ggtcgaatga taaggtgtac gagaatgtga 2280 
cgggcctggt gaaagctgtc atcgagatgt ccagtaaaat ccagccagcc ccaccagagg 2340 
agtatgtccc tatggtgaag gaagtcggct tggccctgag gac attattg gccactgtgg 2400 
atgagaccat tcccctccta ccagccagca cccaccgaga gattgagatg gcacagaagc 2460 
tattgaactc tgacctgggt gagctcatca acaagatgaa actggcccag cagtatgtca 2520 
tgaccagcct ccagcaagag tacaaaaagc aaatgctgac tgccgctcac gccctggctg 2580 
tggatgccaa aaacttac tc gatgtcattg accaagcaag actgaaaatg cttgggcaga 2640 
cgagaccaca ctgagcctcc cctaggagca cgtcttgcta ccctcttttg aagatgttct 2700 
ctagccttcc accagcagcg aggaattaac cctgtgtcct cagtcgccag cactcacagc 2760 
tccaactttt ttgaatgacc atctggttga aaaatctttc tcatataagt ttaacca cac 2820 
tttgatttgg gttcattttt tgttttgttt ttttcaatca tgatattcag aaaaatccag 2880 
gatccaaaat gtggcgtttt tctaagaatg aaaattatat gtaagctttt aagcatcatg 2940 
aagaacaatt tatgttcaca ttaagatacg ttctaaaggg ggatggccaa ggggtgacat 3000 
ettaattcct aaactacctt agctgcatag t ggaagagga gagccggaat tc 3052 



<210> 286 
<211> 377 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1)..(377) 

<223> 3' terminal sequence, cyclin -dependent 
kinase 4 (CDK4) gene. 
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<400> 286 

gnataaaaaa ggaccccaaa tataaaggna gggaaaggga caagagggaa catacccctt 60 
agtgtagaga aatgggaagg agaaggagaa gcctcaaaag gaggtgggag gggaatgtca 12 0 
ttaaggcagc aaagtaatct ctgtagaaag atggaggagg accctccata gcctcagaga 180 
taaaggcaaa gattgccctc tc agtgtcca gaagggaaat gggcagcttt tcttccntcc 240 
atgggcagcc actccattgc tcactccggn ttaccttcat ccttatgtag gataagagtn 300 
ctgcagagct tcgaaagggc agagattcgc ttgtgtgggg ttaaaagtca gcatttccan 360 
cagcagcttt tgcttcc 377 



<210> 287 
<211> 363 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 
<222> (1) . . (363) 

<223> 5' terminal sequence, cyclin -dependent 
kinase 4 (CDK4) gene. 



<400> 287 

catatctgga caaggcaccc ccaccaggct tgcagccgaa acgatcaagg atctgatgcg 60 
ccagtttcta agaggcctag atttccttca tgccaattgc atcgttcacc gagatctgaa 120 
gccagagaac attctggtga caagtggtng aacagtcaag ctggctgact ttngcctggc 180 
cagaatctac agctaccaga tggcacttac acccgtggtt gttacactct ggtacc gage 240 
tcccgaagtt cttctngcag tccacatatg caacacctgt gggacatgtg ggagtgttgg 300 
ctgtatcttt gcagagatgt ttcgtcgaaa ncctctcttt ctgtggnaaa ctctgtaagg 360 
ccg 363 



<210> 288 

<211> 1443 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 
<222> (1) . . (1443) 

<223> cyclin -dependent kinase 4 (CDK4) gene. 



<400> 288 

gccctcccag tttccgcgcg 
ggggcctctc tagcttgcgg 
gaccgagctc gggtgtatgg 

ccccacagca ccccgggctg 
atatgagcca gtggctgaaa 
tccccacagt ggccactttg 
tggaggaggc cttcccatca 
ttttgagcat cccaatgttg 
ggagatcaag gtaaccctgg 
caaggcaccc ccaccaggct 
aagaggccta gatttccttc 
cattctggtg acaagtggtg 



cctctttggc agctggtcac 
cctgtgtcta tggtcgggcc 
ggccgtagga accggctccg 
gcgtgagggt ctcccttgat 
ttggtgtcgg tgcctatggg 
tggccctcaa gagtgtgaga 
gcacagttcg tgaggtggct 
tccggctgat ggacgtctgt 
tgttt gagca tgtagaccag 
tgccagccga aacgatcaag 
atgccaattg catcgttcac 
gaacagtcaa gctggctgac 



atggtgaggg tgggggtgag 60 
ctctgcgtcc agctgctccg 120 
gggccccgat aacgggccgc 180 

ctgagaatgg ctacctctcg 240 
acagtgt aca aggcccgtga 300 
gtccccaatg gaggaggagg 360 
ttactgaggc gactggaggc 420 
gccacatccc gaactgaccg 480 
gacctaagga catatctgga 540 
gatctgatgc gccagtttct 600 
cgagatctga agccagagaa 660 
tttggcctgg ccagaatcta 720 
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cagctaccag atggcactta cacccgtggt tgttacactc tggtaccgag ctcccgaagt 780 

tcttctgcag tccacatatg caacacctgt ggacatgtgg agtgttggct gtatctttgc 840 

agagatgttt cgtcgaaagc ctctcttctg tggaaactct gaagccgacc agttgggcaa 900 

aatctttgac ctgattgggc tgcctccaga ggatgactgg cctcg agatg tatccctgcc 960 

ccgtggagcc tttcccccca gagggccccg cccagtgcag tcggtggtac ctgagatgga 1020 

ggagtcggga gcacagctgc tgctggaaat gctgactttt aacccacaca agcgaatctc 1080 

tgcctttcga gctctgcagc actcttatct acataaggat gaaggtaatc cggagtgagc 1140 

aatggagtgg ctgccatgga aggaagaaaa gctgccattt cccttctgga cactgagagg 1200 

gcaatctttg cctttatctc tgaggctatg gagggtcctc ctccatcttt ctacagagat 1260 

tactttgctg ccttaatgac attcccctcc cacctctcct tttgaggctt ctccttctcc 1320 

ttcccatttc tctacactaa ggggtatgtt ccctcttgtc cctttcccta cctttatatt 1380 

tggggtcctt ttttatacag gaaaaacaaa accaaaagaa awaatggccc tttttttttt 1440 



ttt 



1443 



<210> 289 
<211> 394 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :pr imer 
<220> 

<221> misc_feature 
<222> (1) . . (394) 

<223> 3' terminal sequence, basic transcription 
factor 3 (BTF3) gene. 

<400> 289 

cccgcgtgtg tgcgcctaan ctcaggnggn ccacccgaga ccccttgagc accaacccta 60 
gtcccGcgcg cggcccctna ttcgctccga caagatgaaa gaaaca atca tgaaccaggg 120 
aaaactcgcc aaactgcagg cacaagtgcg cattggtggg aaaggaactg ctcgcagaaa 180 
gaagaaggtg gttcatagaa cagccacagc agatgacaaa aaacttcagt tctccttaaa 240 

gangttaggg gtaaacaata tctctggnat tgaagaggtg aatatgttta caaaccaggg 300 
aacagtgatc cactttaaca accc tnaagt tcagggcatc tctgggcagc ggacactttc 360 
accattacng gccttgctga gncaaagcag ctgg 394 



<210> 290 

<211> 477 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: primer 

<220> 

<221> misc__f eature 
<222> (1) . . (477) 

<223> basic transcription factor 3 (BTF3) gene. 

<400> 290 

atgcgacgga caggcgcacc cgctcaggct gactctcggg ggcgaggtcg agccaggggc 60 
ggctgccctg ggggcgaggc gacgctgtct caacctccac ctcgcggcgg aacccgagga 120 
gaggagcctc agatgaaaga aacaatcatg aaccag gaaa aactcgccaa actgcaggca 180 
caagtgcgca ttggtgggaa agtgaatatg tttacaaacc aaggaacagt gatccacttt 240 
aacaacccta aagttcaggc atctctggca gcgaacactt tcaccattac aggccatgct 300 
gagacaaagc agctgacaga aatgctaccc agcatcttaa accagcttgg tgcggatagt 360 
ctgactagtt taaggagact ggccgaagct ctgcccaaac aatctgtgga tggaaaagca 420 
ccacttgcta ctggagagga tgatgatgat gaagttccag gaggcttcca agaatga 477 
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<210> 291 
<211> 388 
<212> DNA 

<213> Artificial Sequence 

<220> 

<2 23> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) . . (388) 

<223> 3' terminal sequence, colony stimulating 

factor 1 receptor, formerly mcdonough feline 
sarcoma viral (v-fms) oncogene homolog (CSFIR) 
gene . 

<400> 291 

tgctgttagt ttaatgtgga cagagacatc ccacggcgtg actgttagt t aggatgagtc 60 

agcttggggg agtttgtgct tcctgcttgg ngtggccagc cacatgccaa ggtcccctgc 120 

cttctagccc agaatgacgg gactgggcag aacaccccca acttttagct gccacttggc 180 

tcattacagc agtaccagta tgggggtggg aggggtgagg ctntggagtg aaggcggcgt 240 

atagggcaga gactaagagg gtcctgtg ag attcttagag gagccatcct gntccaaggg 300 

gcctgagctg agtntgggtc tgtgagcatc tgctgctcct ctcagagagg ggagatctca 360 

ctctctgcca gtctgtctag ccccaaag 388 



<210> 292 

<211> 3992 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) . . (3992) 

<223> colony stimulating factor 1 receptor, 

formerly mcdonough feline sarcoma viral (v -fms) 
oncogene homolog (CSFIR) gene. 

<400> 292 

ggcttcagga agggcagaca gagtgtccaa aagcgtgaga gcacgaagtg aggagaaggt 50 
ggagaagaga gaagaggaag aggaagagga agagaggaag cggagggaac tgcggccagg 120 
ctaaaagggg aagaagagga tcagcccaag gaggaggaag aggaaaacaa gacaaacagc 180 
cagtgcagag gagaggaacg tgtgtccagt gtcccgatcc ctgcggagct agtagctgag 24 0 
agctctgtgc cctgggcacc ttgcagccct gcacctgcct gccacttccc caccgaggcc 300 
atgggcccag gagttctgct gctcctgctg gtggccacag cttggcatgg tcagggaatc 360 
ccagtgatag agcccagtgt ccccgagctg gtcgtgaagc caggagcaac ggtgaccttg 420 
cgatgtgtgg gcaatggcag cgtggaatgg gatggccccg catcacctca ctggaccctg 480 
tactctgatg gctccagcag catcctcagc accaacaacg ctaccttcca aaacacgggg 540 
acctatcgct gcactgagcc tggagacccc ctgggaggca gcgccgccat ccacctctat 600 
gtcaaagacc ctgcccggcc ctggaacgtg ctagcacagg aggtggtcgt gttcgaggac 650 
caggacgcac tactgccct g tctgctcaca gacccggtgc tggaagcagg cgtctcgctg 720 
gtgcgtgtgc gtggccggcc cctcatgcgc cacaccaact actccttctc gccctggcat 780 
ggcttcacca tccacagggc caagttcatt cagagccagg actatcaatg cagtgccctg 840 
atgggtggca ggaaggtgat gtccatcagc atccggctga aagtgcagaa agtcatccca 900 
gggcccccag ccttgacact ggtgcctgca gagctggtgc ggattcgagg ggaggctgcc 960 
cagatcgtgt gctcagccag cagcgttgat gttaactttg atgtcttcct ccaacacaac 1020 
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aacactaagc tcgcaatccc tcaacaatct gactttcata ataaccgtta ccaaaaaqtc 1080 
ctgaccctca acctcgatca agtagatttc caacatg ccg gcaactactc ctgcgtggcc 114 0 
tlZlTtll al?T"'"" ctccacctcc atgttcttcc gggtggtaga gag'tgccfac 12 00 
cSaJaatca taafaT^"^ gaacctcatc caggaggtga ccgtggggga ggggctcaac 1260 
ccctu?cta '!f/^^55" ctacccaggc ctgcaaggtt ttaactggac ctacctggga 1320 
cccttttctg accaccagcc tgagcccaag cttgcuaatg ctaccaccaa ggacacatac n8n 
aggcacacct tcaccctctc tctgccccgc ctgaagccct ctgaggctgg ccgctactcc '''^ 
t.cctggcca gaaacccagg aggctggaga gctctgacgt ttgag?tcac cc?tcgatac 5 0 
cccccagagg taagcgtcat atggacattc atcaacggct ctggcaccct tttgLtgct 1560 
gcctctgggt acccccagcc caacgtgaca tggctgcagt gcagtggcca cactgataggl620 
tgtgatgagg cccaagtgct gcaggtctgg gatgacccat accctgaggt cctgagccaa 1680 
gagcccttcc acaaggtgac ggtgcagagc ctgctgactg ttgagLS agagcacaac 7 
caaacctacg agtgcagggc ccaca acagc gtggggagtg gctcctgggc cttcataccc 1^^^^^^ 
atctctgcag gagcccacac gcatcccccg gatgagttcc tcttcacacc agtggtggtc I860 
gcctgcatgt ccatcatggc cttgctgctg ctgctgctcc tgctgctatr gtacaaSt 1920 
aagcagaagc ccaagtacca ggtccgctgg aagatcatcg agagctatga gggcaacS IDsS 
tatactttca tcgaccccac gcagctgcct tacaacgaga agtgggag^t cc^ccggaac Zo 
ToTtlTatl "^^^^^^^^ cctcggagct ggagcctt?g ggaaggtgg^ gg^gg^^^^g ^ 
acaaccca^a cllltT^^" ggatgctgtc ctgaaggtgg ctgtgaagat gctgaagtcc 2 
acggcccatg ctgalgagaa ggaggccctc atgtccgag c tgaagatcat gagccaccta -^220 
gg.cagcacg agaacatcgt caaccttctg ggagcctgta ccLtggagg crcJgtactg 22 8 0 
gtcatcacgg agtactgttg ctatggcgac ctgctcaact ttctgcgaag gaaggcjgig UTo 
gccatgctgg gacccagcct gagccccggc caggaccccg agggaggcgt cgacCtaaa 2400 
ga'c: cSta TolT^' atatgtccgc agggacagtg g'cftcfccfg crg'ggtgt'g 2460 
gacacctatg tggagatgag gcctgtctcc acttcttcaa atgactcctt ctctgaqcaa ^52 0 
caSaaccc IT'T"" ^^^^^^^^^^^ gagctccggg acctgcttca cttcLca^; 25 
caagtagccc agggcatggc cttcctcgct tccaagaatt gcatccaccg qq acataaca 2640 
aqqSca'tca tTT'T ^^^^^^^^^ gtggccaaga ?tggggact? Sggc4'cT2700 
ll^r,ttTn "^^aatgactc caactacatt gtcaagggca atgcccgcct gcctgtgaag 2760 
tggatggccc cagagagcat ctttgactgt gtctacacgg ttcagagcga cgtctalTcr 'b20 
tatggcatcc tcctctggga gatcttc tea cttgggctga atccctaccc tggcatS 
gtgaacagca agttctataa actggtgaag gatggatacc aaatggccca gcctgcattt 2 9^^^^^ 
gccccaaaga atatatacag catcatgcag gcctgctggg ccttggagcc cacccacaaa 3oJo 
coaaact r '^''Tl'''' ^^-^^-^ caggagcagg cccaagagga cagg^gagag 30 S 
cgggactata ccaatctgcc gagcagcagc agaagcggtg gcagcggcag cag^agS? 3120 
gagctggagg aggagagctc tagtgagcac ctgacctgct gcgagcaaag ggata^cgcJ 3 80 
cagcccttgc tgcagcccaa caactatcag ttctgctgag gagttgacga caqqqaa^ac 3'4 0 

c^a cSgc cttcStL't T'T'^''' ^gcga'cac^g^ g^^^^e^ta'; 0 . 

caaactctgc cttcggtcat ttcactcaac agctcggccc agctctgaaa cttaaaaaaa 33fin 
tgagggattc aggggaggtc agaggatccc acttcctgag catgggcca^ cac^occaat 3490 
caggggctgg gggctgagcc ctcacccccc gcctccc^ta ctg^t'ctc^t ggtgt'tggc 
tcgtgtttgc tatgc caact agtagaacct tctttcctaa tccccttatc ttcatqqaaa 3540 
tlllllllta tlllllT'l gaagtcccca ggagctacac tgatactgag aaaaccagg^SO^^ 
tctttggggc tagacagact ggcagagagt gagatctccc tctctgagag qaqcaacaaa 3fi60 
tgctcacaga ccacactcag ctcaggcccc ttggagcagg atggcLctc taag aatctc 3720 
cc^^t; t 'llTtTll rT'^''"' cgcct.cact ccacagcctc acccctccca 3780 ° 

SgS^^tS SS^cSg ^ 

----- cg=?.°^ 



3992 



<210> 293 
<211> 356 
<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence .-primer 

<220> 



BMSDOCID: -tWO 0246467A2^L> 



wo 02/46467 



191/292 



PCT/IBOl/02811 



<221> n\isc_feature 
<222> (1)..{356) 

<223> 3' terminal sequence, friend leukemia virus 
integration 1 (FLU) gene. 

<400> 293 

tttatttagt caaattattt tacaacatgg ncttctttga cagttgtcag cttaacactt 60 

aatatagtta aaaaagtcaa caattacctg caaaattata tatatntnaa tgtctaaaaa 120 

tatgtngctt atatagagca ggaaaatccc tcctctccac aagggaaagt ttcgttgttt 180 

tncccagagc tgtgattatn gcagtactgt tacacgcatt tccaaagcat taaagancta 240 

aatgggatta tctttnccct gcttgtgtat gcctgtnaaa taactgtacc agtggctttg 300 

ctttctcata ggtcagtgac ttaaacagcc ctgtttcctt ttcggctata g ggcat 35 



<210> 294 
<211> 465 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 
<222> (1) . . (465) 

<223> 5' terminal sequence, friend leukemia virus 
integration 1 (FLU) gene. 

<400> 294 

gaccaaagca gtttcttgtc aatacacggg gttcagtatg acacagaatc atggacttaa 60 
cccgtcatgt tctggtttga gatttagtga caaatagagg tgggaagctt ataatctaat 120 
tttaggagga ccaaattcag tggatggcaa ctggaacatt gattgtaagg ccagtgaagt 180 
tttcacccaa ctggaatttg atggaaagaa ggtt tgtgtg tttaagacgc caagggcatt 240 
gcagaatccc tctcagtgga cagtatgcac tcagctgacc actctctcta gccaatagtc 300 
aagatatgga actaaggaaa ttttaatgcc aaattacata cattcctgaa agacggggga 360 
attaaattna ctaattttnt tttttttttt ttaaatgatn gacagtggnt ccccggaact 420 
tgggaaangt tgtaggggnt ttctaaaccc aagncgattc gcant 4 65 



<210> 295 

<211> 2957 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) . . (2957) 

<223> friend leukemia virus integrati on 1 (FLU) 
gene . 

<400> 295 

gaattcccaa acgtgcacag gggagtgagg gcagggcgct cgcagggggc acgcagggag 60 
ggcccagggc gccagggagg ccgcgccggg ctaatccgaa ggggctgcga ggtcaggctg 120 
taaccgggtc aatgtgtgga atattggggg gctcggctgc agacttggcc aaatggacgg 180 
gactattaag gaggctctgt cggtggtgag cgacgaccag tccctctttg actcagcgta 240 
cggagcggca gcccatctcc ccaaggccga catgactgcc tcggggagtc ctgactacgg 300 
gcagccccac aagatcaacc ccctcccacc acagcaggag tggatcaatc agccagtgag 360 
ggtcaacgtc aagcgggagt atgaccacat gaatggatcc agggagtctc c ggtggactg 420 
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cagcgttagc aaatgcagca agctggtggg cggaggcgag tccaacccca tgaactacaa 480 
cagctatatg gacgagaaga atggcccccc tcctcccaac atgaccacca acgagaggag 540 
agtcatcgtc cccgcagacc ccacactgtg gacacaggag catgtgaggc aatggctgga 600 
gtgggccata aaggagtaca gcttgatgga gatcgacaca tcctttttcc agaacatgga 660 
tggcaaggaa ctgtgtaaaa tgaacaagga ggacttcctc cgcgccacca ccctctacaa 720 
cacggaagtg ctgttgtcac acctcagtta cctcagggaa agttcactgc tggcctataa 780 
tacaacctcc cacaccgacc aatcctcacg attgagtgtc aaagaagacc cttcttatga 840 
ctcagtcaga agaggagctt ggggcaataa catgaattct ggcctcaaca aaagtcctcc 900 
ccttggaggg gcacaaacga tcagtaagaa tacagagcaa cggccccagc cagatccgta 960 
tcagatcctg ggcccgacca gcagtcgcct agccaaccct ggaagcgggc agatccagct 1020 
gtggcaattc ctcctggagc tgctctccga cagcgccaac gccagctgt a tcacctggga 1080 
ggggaccaac ggggagttca aaatgacgga ccccgatgag gtggccaggc gctggggcga 1140 
gcggaaaagc aagcccaaca tgaattacga caagctgagc cgggccctcc gttattacta 1200 
tgataaaaac attatgacca aagtgcacgg caaaagatat gcttacaaat ttgacttcca 1260 
cggcattgcc caggctctgc age cacatcc gaccgagtcg tccatgtaca agtacccttc 1320 
tgacatctcc tacatgcctt cctaccatgc ccaccagcag aaggtgaact ttgtccctcc 1380 
ccatccatcc tccatgcctg tcacttcctc cagcttcttt ggagccgcat cacaatactg 1440 
gacctccccc acggggggaa tctaccccaa ccccaacgtc ccccgccatc ctaacaccca 15 00 
cgtgccttca cacttaggca gctactacta gaagcttctt ctagctgaag cccatcctgc 1560 
acacttactg gatgctttgg actcaacagg acatatgtgg ccttgaaggg aagacaaaac 1620 
tggatgttct ttcttgttgg atagaacctt tgtatttgtt ctttaaaaac atttttttta 1680 
atgttggtaa cttttgcttc ctctacctga acaaaga gat gaataattcc atgggccagt 1740 
atgccagttt gaattctcag tctcctagca tcttgtgagt tgcatattaa gattactgga 1800 
atggttaagt catggttctg agaaagaagc tgtacgtttt ctttatgttt ttatgaccaa 1860 
agcagtttct tgtcaataca cggggttcag tatgacacag aatcatggac ttaacccgtc 1920 
atgttctggt ttgagattta gtgacaaata gaggtgggaa gcttataatc taattttagg 1980 
aggaccaaat tcagcggatg gcaactggaa cattgattgt aaggccagtg aagttttcac 2040 
ccaactggaa tttgatggaa agaaggtttg tgtgtttaag acgccaaggg cattgcagaa 2100 
tccctctcag tggacagtat gcactcagct gaccactctc tctagaaata gtcaagatat 2160 
gaactaagaa attttaatgc aaatacatac attcctgaaa gacggggaat taaattacta 2220 
attttttttt tttaaatgat gacagtggtc ccagaacttg gaaaagttgt agggatttct 2280 
aaactcaagc agattcgcaa gtgctgtgcg cttgtcagac catcagacca gggccaacca 2340 
atcagaaggc aacttactgt ataaa ttatg cagagttatt ttcctatatc tcacagtatt 2400 
aaaaaataaa taattaaaaa ttaagaataa ataaacgagt tgacctcggt cacaaaagca 2460 
gttttactat cgaatcaatc gctgttattt ttttttaatg taatttgtac atcttttttc 2520 
aatctgtaca tttgggctgt cttgtatgtt tttatgctcc tttttaaaaa gcataatatg 2580 
cctatagctg aaaaggaaac agggctgttt aagtcactga cttatgagaa agcaaagcac 2640 
tggtacagtt atttaacagg catacacaag cagggaaaag ataatccatt tagatcttta 2700 
atgctttgga aatgcgtgta acagtactgc aataatcaca gctctgggaa aaacaacgaa 2760 
actttccctt gtggagagga gggattttcc tgctctata t aagcaacata tttttagaca 2820 
ttaaaatata tataattttg caggtaattg ttgacttttt taactatatt aagtgttaag 2880 
ctgacaactg tcaaagaaga ccatgttgta aaataatttg actaaataaa tggttccttc 2940 
tctcaaaaaa aaaaaaa 2957 



<210> 296 
<211> 400 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 

<220> 

<221> misc_f eature 
<222> (1)..(400) 

<223> 3' terminal sequence, ests, highly similar 
to tvhume hepatocyte growth factor receptor 
precursor [h. sapiens] (EST R97218) gene. 

<400> 296 
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caccccttct cttcacagat cacgaagatc 
cagtcctgca gtcaatgcct ctctgcccca 
aatgtgtgcg atcggaggaa tgcctgagcg 
caatctacaa ggtaggaatc tctaacagct 
tttttttttg gtttggtttg gtttgttttt 
aaaaaattta aaaatcaatt tactcattta 
ctctctcttg ggctttatcc ctggggcagg 



193/292 

ccattgaatg gcttgggctg cagacatttc 60 

ccctttgttc agtgtggctg gtgcaganca 120 

ggacatggac tcaacagatc tgtctgcctg 180 

ggcatacatg tttttgtttg gtgttttttt 240 

tgttttttta gatacaaatc ccactaatga 300 

ggctgtgagg tcatcaggct aaagcaccat 360 
ggagggggg 400 



<210> 297 
<211> 464 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 
<222> (1) . . (464) 

<223> 5' terminal sequence, ests, highly similar 
to tvhume hepatocyte growth factor receptor 
precursor [h. sapiens] (EST R97218) gene. 

<400> 297 

cgtggtagat tttcatagtg ccgaatatat gcttaagcaa ataaggcaac acagttagca 60 
tggctgcgat gttagccaat gtccattgcc agaaactgag ttctctatca gcaagagatg 120 
tgctcatctt gttctggact atatctcctc a gggactaga gggcagcctg ctaaatggta 180 
tgcactcaat aaatattttt ggaatgaatt aaagagtggc atggcttaca gaagtataga 240 
tgttagtata gtcatccgtt gagcctttgc ttttttttct gggaacactg aaggaagact 300 
cacagccacc catgggtgtt tgaccctcca cttgccttgc ccacctcacc ccgggaaata 360 
atcttcagtc tcatctgtgg aacagacaag gccaccntct atggcttcgg nacaggtagn 420 
aaaactgtcc tgtgtggccc cgctnggcag ggatcaccag tttg 4 64 



<210> 298 
<211> 378 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 

<220> 

<221> misc_feature 
<222> (1) . . (378) 

<223> 3' terminal sequence, ets variant gene 5 
(ets -related molecule) (ETV5) gene. 

<400> 298 

aaataccaaa actacaaaaa tcagtttata aactgttttt ccaaaacaac caccaaaaca 60 

aaacaatccc ccaaatcagg gcaaaacaaa atactgtcaa aagtgttaat cgcccttctc 120 

ctaaaataaa agtcatccac actcagccac gtgattggga agagaaaggg ggcttgctct 180 

acttggcgac cacatggccg ggtggttccc aagagtagcc atggtttatg attttgagaa 240 

ccacggaggg ggnaaacagc tgttctgact gccccccttt ttctagacaa ggggtaatat 300 

ttcagattca gctagaagag ctttccaat g tttaagatgt atttttaanc cttaatggtt 360 

tnaggcctcc ccaacttt 378 



<210> 299 
<211> 317 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> inisc_feature 
<222> (1) . . (317) 

<223> 5' terminal sequence, ets variant gene 5 
(ets -related molecule) (ETV5) gene. 



<400> 299 

actggaagag gttgctcggc gctggggcat ccagaagaac cggccagcca tgaactatga 60 
caagctgagc cgctctctcc gctattacta tgaaaagggc atcatgcaga aggtggctgg 120 
agagcgatac gtctacaaat ttgtctgtga cccagatgcc ctcttctcca tggctttccc 180 
ggataaccag cgtccgttcc tgaaggcaga gtccgagtgc cacctcagcg aggaggacac 240 
cctgccgctg acccactttg aagacagccc cgcttacctc ctggacatgg accgctgcag 300 
cagcctcccc tatgccg 317 



<210> 300 

<211> 4071 

<212> DNA/RNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence : primer 
<220> 

<221> misc_feature 
<222> (1) . . (4071) 

<223> ets variant gene 5 (ets -related molecule) 
(ETV5) gene. 



<400> 300 

gagtccagcc gctggtgcgc ggagcggttc 

tcgcccaggc gcccaggccc gctgcgcgcg 

ctgcaagggg aggagagcgg ccgcctcagg 

tgctgaaacc tctcaaagtg gtattagaga 

tcagcaagtc ccttttatgg tcccagggaa 

tgtgattgac agaaagagga agtttttgga 

atttcaggat ctcagtcaac ttcaagaggc 

tgaacagttt gtcccaga tt ttcagtctga 

caagatcaaa cgggagctgc acagcccctc 

ggctcttggt gctaactatg gagaaaagtg 

gcctccctct gggttcaagc cattaacccc 

gaatccccta tttcccccac ctcaggcaac 

tggcccagtt caaggtgtgg gccccgcccc 

acagcagcaa acatttgcgg tcccccgacc 

gatgcctgaa aaccagtatc catcagaaca 

ccaccccttc cctcctcagc caggagttcc 

aatgtcagaa cctattgtcc ctgcagctcc 

ccatgaccca ctctatgaac atggggtccc 

ccagtcacca atgggaatca agcaggagcc 

taactgccag tcatcctaca tgagaggggg 

atatgaaaaa gatccccgat tatactttga 

aggcaaagtc aaacaggagc ctaccatgta 

ttcccttcag ctgtggcagt tcctggtcac 

cattgcctgg acaggtcgag gcatggagtt 

gcgctggggc atccagaaga accggccagc 



accgtcttcg gagcggttcg gcccagcctt 60 
tgcgtgagcg cgcctgcgcc gccagggccg 120 
aggatccctt ttcccccaga aattactcaa 180 
cgctgaaagc accatggacg ggttttatga 240 
atctcgatct gaggaatgca gagggcggcc 300 
cacagatctg gctcacgatt ctgaagagct 360 
ttggttagct gaagcacaag ttcctgatga 420 
taacctggtg cttcatgccc cacctccaac 480 
ctctgagctg tcgtcttgta gccatgagca 540 
cctctacaac tattgtgcct atgataggaa 600 
tcctacaacc cccctctcac ccacccatca 660 
tctgcccacc tcagggcatg cccctgcagc 720 
cgccccccat tcgcttccag agcctggacc 780 
accacatcag cccctgcaga tgccaaagat 840 
gagatttc ag agacaactgt ctgaaccctg 900 
tggagataat cgccccagtt accatcggca 960 
cccgccccct cagggattca aacaagaata 1020 
gggcatgcca gggcccccag cacacgggtt 1080 
tcgggattac tgcgtcgatt cagaagtgcc 1140 
ttatttctcc agcagccatg aaggtttttc 1200 
cgacacttgt gttgtgcctg agagactgga 1260 
tcgagagggg cccccttacc aga ggcgagg 1320 
cettcttgat gacccagcca atgcccactt 1380 
caagctgata gaaccggaag aggttgctcg 1440 
catgaactat gacaagctga gccgctctct 1500 
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ccgctattac tatgaaaagg gcatcatg ca gaaggtggct ggagagcgat acgtctacaa 1560 
atttgtctgt gacccagatg ccctcttctc catggctttc ccggataacc agcgtccgtt 1520 
cctgaaggca gagtccgagt gccacctcag cgaggaggac accctgccgc tgacccactt 1680 
tgaagacagc cccgcttacc tcctggacat ggaccgctgc agcagcctcc cctatgccga 1740 
aggctttgct tactaagttt ctgagtggcg gagtggccaa accctagagc tagcagttcc 1800 
cattcaggca aacaagggca gtggttttgt ttgtgttttt ggttgttcct aaagcttgcc 1860 
ctttgagtat tatctggaga acccaagctg tctctggatt ggcaccctta aagacagata 1920 
cattggctgg ggagtgggaa cagggagggg cagaaaacca c caaaaggcc agtgcctcaa 1980 
ctcttgattc tgatgaggtt tctgggaaga gatcaaaatg gagtctcctt accatggaca 2040 
atacatgcaa agcaatatct tgttcaggtt agtacccgca aaacgggaca tgatgtgaca 2100 
atctcgatcg atcatggact actaaatggc ctttacatag aagggctctg atttgcacaa 2160 
tttgttgaaa aatcac aaac ccatagaaaa gtgagtaggc taagttgggg aggctcaaac 2220 
cattaagggt taaaaataca tcttaaacat tggaaagctc ttctagctga atctgaaata 2280 
ttaccccttg tctagaaaaa ggggggcagt cagaacagct gttccccact ccgtgttctc 2340 
aaaatcataa accatggcta ctcttgggaa ccacccggcc atgtggtcgc caagt agagc 2400 
aagccccctt tctcttccca atcacgtggc tgagtgtgga tgacttttat tttaggagaa 2460 
gggcgattaa cacttttgac agtattttgt tttgccctga tttgggggat tgttttgttt 2520 
tggtggttgt tttggaaaaa cagtttataa actgattttt gtagttttgg tatttaaagc 2580 
aaaaaaacga aaaacaaaaa acaaaaacaa accttttggt aatgtgcact gtgtctttag 2640 
ccagggccgt gcaacttatg aagacactgc agcttgagag gggctttgct gaggcttccc 2700 
cttggccatg tgaaagcccg ccttgttgcc tgctttgtgc tttctgcacc agacaacctg 2760 
atggaacatt tgcacctgag ttgtacattt ttgaagtgtg cagggcagcc tggacacaag 2820 
cttagattct ctatgtatag ttccccgtgt tcactaacat gccctctctg gaaagcatat 2880 
gtatataaca tgtgtcatgt cctttggaaa cctggtcacc tggtgaaaac ccttgggatt 2940 
cttccctggg catgactgat gacaatttcc atttcatcag tttgttttgt tttccttttt 3000 
ctttaaatct tggactttaa accctacctg tgtgattcag tag ggtttga gacttagctg 3060 
tgatactgac aggtaagcaa cagtgctagc attctagatt cctgcctttt tttaaaaaga 3120 
aattattctc attgctgtat tatattggaa aagttttaaa caaccaagct aaagctatgt 3180 
gaaagttgag ctcaaagtag aggaaaagtt actggtggta ccttgctgcc tgctctgctg 3240 
gtagaattct gtgctccc eg tgacacttag tacattaaga atgactacac tgttcctcgt 3300 
atgtgaagga ggcagtgctg actccgtgag tgtgagacac gtgctttgaa ctgcttttct 3360 
attcatggag cactccatag tctcaaactg tcccccttat gaccaacagc acatttgtga 3420 
agaggttcgc agggataagg ggtgcacttt atagctatgg aaacatgaga ttctcct eta 3480 
ttggaagcta attagcccac aaaggtggta aacctgtaga ttgggcctta attagcattg 3540 
tactctaatc aaaggactct ttctaaacca tatttatagc tttcttaacc tacacatagt 3600 
ctatacatag atgcatattt tacccccagc tggctagaga tttatttgtt gtaaatgctg 3660 
tatagatttg gttttccttt ctttacttac c ctggtttgg attttttttt tttttttttt 3720 
tgaatggatt tatgctgtct tagcaatatg acaataatcc tctgtagctt gagctacccc 3780 
tcccctgctg taacttacgt gacctgtgct gtcactgggc ataggacagc ggcatcacgg 3840 
ttgcattccc attggactca tgcacctccc ggatggtttt tgtttttttc gggggttctt 3900 
tggggtttgt ttgtttgctt cttttccaga gtgtggaaag tctacagtgc agaaaggctt 3960 
gaacctgcca gctgatttga aatactttca ccctgcgcag ggccgtatge atcctgccaa 4020 
gctgcgttat attctgtact gtgtacaata aagaagtttg cttttcgttt a 4071 



<210> 301 
<211> 407 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> misc_feature 
<222> (1) . . (407) 

<223> 3' terminal sequence, cyclin -dependent 
kinase 4 (CDK4) gene. 

<400> 301 

nccngtataa aaaaggaccc caaatataaa ggtagggaaa gggacaagag ggaacata cc 60 



BNSDOCID: <WO 0246467A2 I > 



wo 02/46467 



ccttagtgta gagaaatggg aaggagaagg 
atgtcattaa ggcagcaaag taatctctgt 
cagagntaaa ggcaaagntt gccctctcag 
cttccatggg cagccactcc attgctcact 
gggtgctgca gagctcgaaa gggcagagat 
ncccgcagca gctttgcttc cccgactcct 
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agaagcctca aaaggngagg tgggagggga 120 
agaaagatgg aggaggaccc tccatagcct 180 
tntccngaag ggaaatggca gcttttcttc 240 
ccggatt acc ttcatcctta tgtaggataa 300 
tcgcttntgt ggggttaaaa gtcagccttt 360 
nccttttcag gnacccc 407 



<210> 302 

<211> 405 
<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : primer 

<220> 

<221> raisc_f eature 
<222> (1) . . (405) 

<223> 5' terminal sequence, cyclin -dependent 
kinase 4 (CDK4) gene. 

<400> 302 

attcgncaca gaggaggagg tggaggaggc cttcccatca gcacagttcg tgaggtggct 60 

ttactgaggc gactggaggc ttttgagca t cccaatgttg tccggctgat ggacgtctgt 120 

gccacatccc gaactgaccg ggagatcaag gtaaccctgg tgtttgagca tgtagaccag 180 

gacctaagga catatctgga caaggcaccc ccaccaggct tgccagccga aacgatcaag 240 

gatctgatgc gccagtttct aagaggccta gatttccttc atgccaattg catcgttcac 300 

cgaggatctg aagccagaga acattctggg tgacaagtgg ttggancagt caagctggct 360 

ggactttggg cctgggcagn aatctancag cttaccagat gggca 405 



<210> 303 
<211> 420 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 

<220> 

<221> misc_f eature 
<222> (1) . . (420) 

<223> 3' terminal sequence, v -yes-1 yamaguchi 

sarcoma viral oncogene homolog 1 (YESl) gene. 

<400> 303 

caatgagaac tttttatttc aattatccac aaaacaatat tacaatactt tataaaaata 60 

ttaagtttag gctaccatta ttcatttaaa aaagtgtgct agaaggctgt ttttgccaac 120 

ttcctttttt ggtaagggtt aacttccaca ttaagacact gaagacgaaa agctgttggt 180 

aaaatatctc caaatttaca aagttgtttt tcttgggcaa tttaaaaata caggancaat 240 

ttaaantgaa tacacattaa ggttaggtgt tttatcccta ctatacaatt gttattatat 300 

agggaactgc tcccttcn gg ttaaanccct aatggaatac ccatcaactt ttcccggccc 360 

ntactttccc nggattgggg tttagggtac ctaaacggga aatttaggtc nccccntttg 420 



<210> 304 

<211> 4517 

<212> DNA/RNA 

<213> Artificial Sequence 
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